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1 0107
Tab.1 Result of physiological and biochemical tests of strain 0107
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+
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0 %Nad - + B-
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O/ F +
25 mol yticus , 99% 100
0107 ’ 27 DNAMAN
16S TRNA 16STRNA a3 2 007 - parar
570 bp,  GenBank 165 haemolyticus 3 ’
'RNA 100 0107 V. parahaemol yticus
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2 16 SrRNA
Fig.2 Clustering result of 16S rRNA gene sequence

1.V. parahaemol yticus 2210633;2.V. vulnificus YJO;3.V. vulnificus CMCP6;4.V. vulnificus CMCP6;5.V. chol-
erae O1 N16961;6. SalmonellatyphimuriumL T2;7. Salmonellaty phimurium DT104;8. Shigellaflexneri301;9. Escherich-
iacoli O157:H7;10. E. coli K12;11. Shewanella onei densis MR-1;12. Y. pestis CO92; 13. Y. pestis KIM; 14. P. putida
KT2440;15. E. chrysanthemi 3937;16.V . parahaemol yticus CIP 73.30;17.V. parahaemol yticus 17802 T;18. V. al ginol ytic-
us CIP70.65;19. V. alginolyticus 17749T; 20. V. campbelli 25920T; 21.V. harveyi ACMM 642;22. V. parahaemol yticus
EcGS020801;23. V. fischeri isolate 7744; 24. V. alginolyticus EcGS021001; 25. V. natriegens 14048T; 26. V. pelagius
25916T;27.V. carchiariae 35084 T

3
[4 6] “ ” ‘ ’ ’
3 (1) , )
, 0107 ,
, , , TCBS
) , , : 0107
1 2d, ,
) , 0107
, (3) , 16S rRNA , Gen-
, : Bank DNA , 100
6 , , 0107 99 %
0107 16S rRNA
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Preliminary study on one pathogenic bacterium ——Vibrio
parahaemol yticus associated with red body disease in Litope-

naeus vannamei

FAN Jing-feng' , SON G Li-chao’ , WAN GBin* , ZAN G Hong-me® , LIANG Yubo',
(1. National Marine Environmental Monitoring Center ,Dalian 116023, China; 2. Dalian Fisheries University ,
Dalian 116023 ,China)

Received : Jan. ,18 ,2005
Key words:Vibrio parahaemol yticus; Litopenaeus vannamei; red body disease; pathogen

Abgtract : Red body disease occurred on a large scale in the shrimp farm in Lisoning Province in July,
2001. The characteristics of red body disease were observed. Infected animals displayed red bodies, duggish
swimming, disgusted feeding, hard shell and high mortality. Three bacteria strains were isolated from the
muscles of the diseased Litopenaeus vannamei. In artificia infection test, one of them was proved to be a
pathogen, numbered 0107. According to the traditional biochemical identification and 16S rRNA homology a
nalyss, the pathogenic bacterium was V. parahaemol yticus. Drug sensitivity test showed that the pathogenic
bacterium was highly senstive to cefoperazone, ceftriaxone,etc. whereas it is not sengtive to ampicillin and
benzylpenicillin.
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