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3 1981  CAGTGCACTC T------- GTA TGGGGCTACC GCTGTGCCAC TGAGCACTGG GCGTGCCACT
1 1981  CAGTGCACTC TCAGCCTGTA TGGGGCTACC GCTGTGCCAC TGAGCACTGG GCATGCCACT
Con KK KKK KRR X FRX K EX XX XKKRXE KKK X XXX XK K KK KKK KX * ¥ XK KX KX
r e Repeat1 — -
2 2041  GAGCACTGGG CGTGCTACTG AGCAATGGGC GTGCTACTGA ----------- --------- C
3 2041  GAGCACTGGG CGTGCTACTG AGCAATGGGC GTGCTACTGA ----------- --------- C
1 2041  GAGCACTGGG CGTGCTACTG AGCAATGGGC GTGCTACTGA GCAATGGGCG TGCTACTGAC
Con ¥ K KK K K X XX XX K KKK KX XXX XX K KX KX XXRX X KX KXXXX XX *
--l--— Repeat3 ——---]---— Repeat3 —----]---— Repeat4 - -

2 2101 AATGGGCGTG CTACTGAGGT CTGGCAGTGG CTAGGATGGA GTTTGATGCA
3 2101  AATGGGCGTG CTACTGAGGT CTGGCAGTGG CTAGGATGGA GTTTGATGCA
1 2101  AATGGGCGTG CTACTGGGGT CTGGCAGTGG CTAGGATGGA GTTTGATGCA
Con KX XXX XXX XXX XXX XXX XX XEEXXXXE XXX XXX XXX XXXXX XXX XX

—-— Repeatb -

3 bkt DNA cDNA
Fig.3 The alignment of bkt DNA sequence with ¢cDNA sequence
2 (13 ;3 D13 D4 ;1 Kajiwara cDNA ; Con ;
; ATG  TGA

2 indicates the sequence of C13; 3 indicates the joint sequence of D13 and D4; 1 indicates the sequence of cDNA

reported by Kajiwara; Con indicates the consensus sequence; Theshady and italic bases indicate the different nucle

otides in between; The bold ATG and T GA indicate initial and stop codon
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Abstract: This paper had designed primers according to the cDN A sequence reported by Kajiw ara, cloned
the cDNA and genomic DN A fragments by LD PCR, and obtained their entire sequences by sequencing. The
alignment in between cDNA, genomic DN A and ¢cDN A reported by Kajiw ara shows that this gene includes five
introns at least and all the exorr intron junctions conform to GU- AG spicing rule. Through alignment a 19bp
long short repeat unit was found, which exists in cDNA and DNA of bkt for several times. They may have some
functions in BKT expression regulation. The diversities from single nucleotides and 19bp short sequence be
tween ¢cDNA sequence reported by Kajiwara and DNA sequences obtained in this paper suggested they have dif-
ferent origins.
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