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Abstract: An amount of psychrophilic bacteria was isolated from deep sea sediment collected from Prydz
Bay, Antarctica. Thestrain AC167, which showed high col@active chitinase activity, was screened from these
bacteria. It was identified as a Pseudomonas species by 16S rDNA sequence comparison. T he optimal and high?
est temperatures for the growth of P seudomonas strain AC167 were 10e and 25e respectively, indicating that
it was a typical psychrophilic bacterium. The chitinase produced by Pseudomonas strain AC167 belonged to
ool active enzyme because it was most active at 30 e and was secreted only at temperatures under 25¢ .
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