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WE: ME R %2 45 PCR (multiplex species-specific PCR) #K, A% T E¥ 5
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¥ ( Crassostrea gigas ), 14 />4 L iL435(Crassostrea ariakensis), R ZINEA B 3584155,
SREY, LTLEA REGFL TGS 2 AP ES B SA, L F Kabym h R HF,
oA T #R R AT, WA ARAA, S TAT R, W LE AR
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x827: BEWiJE ( Crassostrea); Wi, 1077,
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XEHS: 1000-3096 (2007) 09-0091-05
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S FH0 7 25 43 28 0 AR 0 DA/ 2 0 0 U 43 9 e
(), BRI A AR IR (R R . 4%
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LI 25 W B T 5 00 T 1 2K 1 A A

1 M5 7
1.1 FHREARE

ASHFGE LA AS SR A S L 1. SR A
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Bl kR AR AR M AT

Fig. 1 Sampling sites of oysters
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1.3 o FAEMmFo
1.3.1 DNA FI$2I

DNA $2ICRH Launey 24 FI Hubert 251k
1) 185 18 7 % Simple DNA Protocol for Oyster
Biopsy HiAk. FEILBUIT:

(1) BEANMAEL 0.1~ 1.0 mg FRITERS [ 2 BEAS; 1)
BEET 1/ 1L.5mL FIELOAEN: Q) TR EOE
I 50~ 100 uL DNA $2EXZE M (5 0.5% [ i3
-20. 100 pg/mL [¥155 (1K K F1 1xTris-buffer); (3) 4%
TRAWILE 55 CHAk 2h, RJSELE 95 “CZ¥% 30 min,
B PCR R HET; (4) B 0.5~5 pL ¥ FiEW
R PCR 5 B FRIARAR
132 PCRY1

KH £ BEREFRE PCR (multiplex species-Speci-
fic PCR) FHARY LRk COl ZEMPF], EWilE 5
Pt ) PCR %l%}?ﬂiﬁ%ﬂﬁi&ﬂt[s] £~ PCR Jx
NAy LG SR A COTJE R 5w AMM s 514 5 4%
P COLEERR 35 P U IR R e S L5 19 . 5 ka1
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PCR ¥ 34K %4 25 uL (5 MgCl,2.0 mmol/L,
dNTP 150 pmol/L, 514 0.2 pmol/L, Fifs 545
)% 0.2 pmol/L, DNA Bt 0.5~5 pL, Taqfi§ 1U,
10xPCR buffer 2.5 uL). PCR IR N 4K 95 CTi
30 2 min; 95 °C 1min, 51 °C 1 min, 72 C 1 min,
30 MIEFR; 72 CHE{#H 5 min. B4 PCR H#—A
IR 1) 5 A kg 5k L
1.3.3 TR I vk

PCR =938 1.5% M B IR B e 5 RS I, 35
REBEAN N 0.2 pg/mL {) EB, HLIKSE WG AE B 1%
Z4 (BIORAD) MU HIIKIG UL fEAF . AR
FLWAK) PCR P20 Wi K N, BRI I Bk &5
SRR ] S A A ik
2 R
2.1 FAKIE

P 2 2 AIL TR 6 A SRAE RURAE (30 2 LA i
AR R, W COl SRS m, RHA
HOEA LA, B ILRANMRE Kb .

AP
299

REBRS

Pl 2 3L W LA R G s AL g
Fig. 2 Opysters from several sites of Liaoning coast
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Jinjiang oyster is marked,and the others are Pacific oysters
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i 2 AP, I B R LG A T T A AR
Ko WGETEAMEE, WL T A )i X R A 1) W L 5
SRS HIOEERE . o, AR SRR KA
WEATEAS A . FEN T A PR 280, 5SS
AL A IO RS E A ER IR A
WSO RS, A5 58 2 TR &R 10 2 5 T i
LSRRG, RALB AT VLA 05 th oAt . 5%
P A, (R NUR A A, e BERA, RIE
BTG EHEE T, FeTman i tagc e, Hk 8Os
TS
2.2 COI 734 #e9 PCR 4R
AWFFILIHTT 531 AMFEAR (R 1D, & COIKE
DRI 1) %2 SRS 57 1 PCR 748 Ji5 3645 21 269bp AT 183bp
A5 2 P BEKIERIY (B 3D, EAA SR K g
FULITAEMGH PCR K . 1245 BB T
ARG TR 2 Pl 5 SR L5 .
23 ATEBEBGHARERSTERLLER
S0, T UVRA 2 Bl R R A K A0
RULTT G AP KA AR HR, 11 ARE A
oA, BEEZ (517 4, 5 97.4%), #lHaM
R A A VLA AR (14 4, 7 2.6%),

269 bp —
189 bp —

H AR I 55 5 1 38 AR 2R % 3 AR AR
RA M (R D, DU AT R i

® 1 ITRSHIEHARENS FEEAR

Tab.1 Distribution of oysters in Liaoning coast

RAERE SHTRE KL VDV
SKAEHh AL AL Ko Kkt
A M S0 €2

BN = A 50 50 50 0
iR 17 17 16 1
O TIEN 82 61 49 12
KEKBFE 100 50 50 0
KiZLis 50 50 50 0
KERATE 100 50 50 0
R A M 80 50 50 0
KIEHES 100 50 50 0
KRR 73 53 52 1
FHRPBRE 50 50 50 0
FHRN 100 50 50 0

— 600 bp

— 500 bp

— 400 bp

—— 300 bp

— 200 bp

— 100 bp

3 TR COI FER MRS Sk PCR 20 #r s A

Fig.3 Results of molecular identification
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A ERIE W E (Ostrea) Witw#. UEFZ
22441 Lamarck (1819). Sowerby (1870~1871). Lamy
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1956 4, SRAE S R K b LG T g i AR 5 1)
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Distribution of Crassostrea oysters in Liaoning coast
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Abstract: Classification and distribution of Crassostrea oysters in Liaoning province, China were studied using
multiplex species-specific PCR. A total number of 802 individual oysters were randomly collected from 11 sites along
Liaoning coast. Among them, 531 samples were subjected to a mitochondrial COI gene-based speciation analysis. Only
two species were identified, in which Pacific oyster, C. gigas (517 samples) was the dominant species and distributed in
both intertidal and subtidal zones, while Jingjiang oyster, C. ariakensis (14 samples) is less common and distributed

only in the intertidal zone.
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