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T AT R HS B F 22 DNA 2BV RAPD i/ # 5 R
7=

CTI RS BBl 54 TR0, 3L 7% 315211D)

W . xb 5k B # i B 0% 69 % o B (Moerella iridescens) 7= 35 BE K 49 DNA 2R 4= RAPD ¥ 3¢ & 4347 7
BE . 38 FPREAG P Hk B EE AT 6 Ao Ak 11 AR DNA #7953, 22 5 4 247 A
DNA %47 (300~1 600 bp), & k44 ] 43 Mz b, P % 5455 324, 3 & kbl h 74.42%, 11 A A
AR T8 4G 4B B B BAE 0. 553~0.884 2 08, FH A 0. 691, MKIA 64 -F 3R B E S A 0.309, AU E AR

B SHRREFE AR TRLT RIFRE.

FEIR . M (Moerella iridescens) ; 3 B 26 DNA $2 I ; RAPD; 1t 4% % A1

hE 5 %K5:5932. 6

T BAER S (Moerella iridescens) AG BRI LT
WM MRS 2, SR8 I 6E 4K (Lamellibranchia) , Bk #E
H (Eulamellibranchi) , #2 85 #} ( Tellinidae) , |3z 43
A F b R A, 0 DLW T AR RV T i K.
Z e AR BN B AR YR R PR BT 4 R
X IRZITIEERE &, & — M AA &AM EN
ANBIDLZE I JUAE R Sl T K ik o e L R L 0 1Y
AL BB 0 DR )™ 2 1 B R SRR R A
WS HL s AT Z AR VAR B DL IT & 3 A B BT
VLR AP R it

H BT H5 L RS DL (Chlamys farrei)™ A1 Bk
Il ( Pinctada martensii )™, 45 1% ( Sinonvacula
constricta ) . 3E B I W /F (Ruditapes philippina-
rum)™ G B W5 (Argopjecten irradians) 4% 2L
F8d ( Haliotis discus hannai) 2% 8 835 ( Haliotis
diversicolor) . J< 3% 75 1 WEL™ (Ostrea talienwhanen-
sis) SCHAT) (Meretrix meretriz) L U il ( Tegillarca
granosa)Y ZE 0125 DNA $#2 80 2 H: RAPD #5r &
3 X 26 Sy B 5E HA D12 B 35t A% 2 AR M R AL T
fitlh s A ) 0 TT b BT BT R A R 4P R e R AR AR DL
() RAPD 5% J5 1fi 45 1R 22 i 1 . W Klinbunga %1
FIH] RAPD AR X 28 [5] 5 AN HE05 Fh R (4 ) Fb R 5 P
PRicERE B oY . X TR T BH PR i ) F 9% 22 808 h 7
B PR R E D O A S R SR S
GE YK 7 37 B8 5 T TR 43 F AR ) AF O T B SR R
DLHRE . AR R T B PR S R4 DNA $2 B0 47
Z 7 WARFE I LEL . IF 4T RAPD 43 % Hoasi % 2
FEVEVE THIE0F5E

1 M opFa 7 ik

1.1 ##H5&E
T BT A SR 11 W7 VL U4 (0 S A WA . O R R

XERARIRAD : A

X EHE:1000-3096(2009)03-0004-06

M5 7 BV BT ICUL A ZH 248 (245 100 mg) F 1.5 mL B0
B R HB— D) BT —20°C A4 HL

PCR SR (B AE TAEY TRARA A,
DNeasy Tissue Kit (3 E QIAGEN 2 #]),iCycler-
PCR ¥ (2 E BIO-RAD A #]), SmartSpec™ 3000
ANy 60 3T (£ [ BIO-RAD A ), FR-200 48
A5 AT WL Hr e B A B R A R A FD
1.2 7%
1.2.1 K41 DNA #y#H

Ji ik — B 100 mg LA ZH 2L, YR B 57 Pk 5y
BECOk B 4E) . A 500 pL 24 i@ g (1% SDS +
10 mmol/LEDTA + 100 mmol/L Tris-HCI, pH %
8. O)AI 10 pL HHEF K10 g/1L),iB 21,55 C K 1t
s MA RNA B 5 41.(20 g/1.),37°C /K 30 min;
SEPRFREY + AT 0 SRR (25 5 24 1 DR 3 WL B
YA JE 12 000 r/min #.0> 10 min, BT s )5 19
W o 1/10 R 2 R B (3 mol/L, pH
5.22) ,FEATIR AT, FEIMA 2 f5RFL 100% vk £ B,
—20°CHEBE =/ 2 h;12 000 r/min B0 20 min, &
LWEH T0% ¥ COBEVR S R, =R A KT R
20 min; FJ5 ¥ DNA % T 100 pL PCR & K,

Tk A 7 i — HURE L A R RN R R
1R27,65CKME 2 hCHLEAREHESD s A 150 pL i

WA H 497 :2006-10-10; & 101 H #:2006-12-12

FETH WL BT R B E (991102071)

YEHZ R4 F %2 (1969-) L B Wi VL 77 I N L B+, 32 B2 DA 3 K 7= 37 i °F
WFFY . H11% : 0574-87600893 , E-mail : y4566 @ nbip. net
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F1 NaCl, 12 000 r/min & .[> 10 min; B F 3 0 A
RNA fiff 5 nL(20 g/L),37°C/K¥ 30 min; B H EE
AR R, By 2 A5 0 RICEE(25 2 24 5 D)
42 2 B ahig)S 12 000 r/min B0 10 min, B
L s E A B IO SRR T R, — 20°C il E
30 min; 12 000r/min B> 20 min, 3 Z B, H 70 %%
CPEPRVE 2 WL E iR A AT 20 min; i 5 F DNA
% T 100 L PCR & sk,

Ik = ok H £ BE QIAGEN 2 A 4 ™™
DNeasy Tissue Kit, 5255 A5 BR800 & Ul I 5 647 .
1.2.2 DNA [ i 2l 5 46

B3 pL fF0 DNA 55 1 pL 6 X 22 vl
(0. 25 Yo IR W3 % . 40 Y0 MO IR 2 Lol 1 1. 0% 1Y B g
BHEEIE (% 0.5 mg/L MR1L 2 58) 708 (1 X TAE,
3~4 V/emH JEH K 1.0 h), Fl ] FR-200 %4k 5
Al LA M %e B EE L ff FH Smart View ™ A= 4 i jik &
B AT A REAR . AR R F Dk TR 9 A T £ O DNA &
Hor ) KR THIRA RNA %, DL ddH, O s [ xf
FECOBE 77 00 /) DNA B & 76 B 50 f%, i if Smart-
Spec™3000 #1458 Hh 43 56 BE T H AL I 260 nm A1 280
nm [H) I UE (A {H) . 7P K 260 nm T, 10A {H
A T REE DNA T &8 % B8 50 mg/L, Ik DNA
#E’%E@ﬁ%mrg(g/L):A%o X50X N, N %J*Z@ﬁﬁ?
*ﬁ’ﬁﬁﬁyﬁiﬁgﬁ?ﬁ Azeo/Azso J‘E’ﬁijﬂj%ﬁ'sﬁ 1.7~1.9
s Sk 2 B 35 0
1.2.3 PCR i

K 25 pL By PCR AR R : 10 X PCR buffer
2.5 pL, BiHg DNA 1 pL (100 ~ 200 ng), 5 ¥
(50 mg/1) 1 pL, MgCl, (20 mmol/L) 1. 25 ulL,
dNTP (4% 10 mmol/L) 0. 5 uL, Taq #§ (5 U/pul)
0.25 pL, ] PCR & HIKAN 2 25 pl. B57%5 FX IR
DA I AT 8 A9 75 L .

R ke 94°C Bl ZE PE 5 ming 94°C 4B PE
1 min,36°CiB k 1 min,72°C ZEf# 2 min, 3£ 40 MG
W5 72°CHEH 10 min, 4°C AR,

1.2.4 P8Py kel

B 20 pL 0 PCR §7 5879 5 4 pL 6 X INAE 22 o
WIRAT, A EHT 0.5 mg/L 4k 2458 (EBYHY 1. 0%
TR B Yk 2 h(1 X TAE.3~4 V/cm) , 2
A1 55 AT UL 43 A 2 LER I HEA .

1.2.5 RAPD % 4b

HEL UK L P i B — S5 B — A el 9F
RE—NDIEE G A, YR WA AE R
OB R 1, AFTE (RO BT 006 RAPD 458
B Yo 1, — o B R

LR P=(k/n) X100%, Hh 2 £
AL En AL B AR B AR TR 1 35t 1% A
LR B A AL B B o LS A5 . S, =2N,,/

(N,+N,),D=1—S5,

K, Sy WA K (x 5 y) [8] (9 35 45 AL R 85 D
SR AN A AR ] 9 354G B NG N, o < fy A
PRI T B N AN AR I R 5 8. SE A
/NCES D B DA AR ) AR S5 B A

2 %X

2.1 DNA RERF ki

K H 3 Ao R B DNA vk 45 R LK 1,
F1 nf AT, 3 o vk BT 4R A DNA 37 T b o2 4%
ANE R E R RNA, LT ~4 RA 2 . 7] e J2 42 BUAY
4y DNA Z ZIU/N 540 . 105 5.6 JLPBA iR . MBI
SN CIE T A I 25 SR (% 1) & B DNA 4l i
R e R A s gk, X UL HH 3 Ao 3k A
TRAT G DNA . Jrik 1 Mk 2 %)
FEMHY . EMAREAREES. RNEA .
PSR N B A — B fa FE L A A TG K £ B DT TE
DNA A L W 5 22 4>, PR b 8 804 2 3 FH G 7K 2 B
J5 ¥k 3 4l A & 4R B DNA 43 fi 5 | e 2 A i
A A S 1 R LT 40 min (G246 ) L LT A
HA R (25 me)  FEHUY DNA ZUR R 47 (B D,
St A ARG 2210 RAPD A drh £ R
7 3 #E4T DNA B3 H

1 3 R kR HUm DNA ik &
Electrophoretogram of genomic DNA extracted by

Fig. 1
three methods

M. ADNA/Eco47 1 (Avall )51,2. JiiE 1 $28UA DNA;3.4. FiE 2

JRIAY DNA;5.6. )5 i% 3 #2HUA DNA

M. ADNA/Eco47 1 (Avall );1,2. DNA extracted by method 1;3,4.

DNA extracted by method 2;5,6. DNA extracted by method 3

F1 OESDERETHRMER

Tab. 1 Data of the genomic DNA measured by ultraviolet
spectrophotometer
; v DNA Fiit
BRI Aso Assy  Aseo / Avso T BEATEL Vi (me /L)
FE1l o 0.179  0.095 1. 884 50 447.5
FHP2  0.094  0.051 1. 843 50 235
FP3 0.122 0.062  1.968 50 305

51 S208 XF 3 FfJ7 ik f2 HU i DNA g 17
PCR "4 . 25 SR AR REARAT B Lr 0 7 49 2%l (J&T 2) 31X
W] 3 MO A PR EUR DNA #05E T RAPD 74 .
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B 2 3 FhJ7 3R EUA DNA B RAPD ¥ 34 45 5 (S208)
Fig. 2 RAPD amplification products of DNA extracted by
three methods using primer S208
M. ADNA/Ecod7 T(Ava D 51.2.3. 43 B 5 1.2.3 4200 DNA
M. ADNA/Ecod7 [(Ava 1D ;1,2,3. DNA extracted by method 1,2,3

2.2 RAPD ¥ 3%

2.2.1 5|k

X 38 Fift 10 bp KL G ¥ 247 0 1 - 25 2R 14 Fh5 1
YA 5 A (3D RO 3 H A 5 4 % ] —
AR DNA BEFT 3 L S AR5 Y0 9 38 i 20 2
UL R 4 22 S P (P 4) 330 o 7 51 00 ) i 56 T ) 4%
AR L 51255 B AL RS 5 80 A TR] . DT
B PCR =W B AN A W 518 1T 97 3 &3 1 22
=

It o

K3 ol i vk 13
Fig. 3 RAPD amplification products (in the process of primers selection)
M. ADNA/Eco47 T (Avall);0. 2514;1(1),2(2),3(3),4(4"),5(5),6(6"),7¢7T)F1 8(8"). 2+ BB ¥ S417,S419, 8404, S210, S58,

S206,8415,S211 #4T7 RAPD #8459 7= 4, 1(1)F1 5(5 ) K914 7= 4

n(n'). A —FEASS BRI 1 M5k 3 4RI DNA ST H A 25 5 . n=1—38

M. ADNA/Eco47 T (Ava 1) ;0. blank;1(1),2(2"),3(3),4(4"),5(5"),6(6"),7(7")# 8(8). RAPD products amplificated by primer
S417,8419,8404,5210,S58,S206,8415,5211,1(1") and 5(5" ) haven't got products

n(n'). DNA extracted from the same individual; n. DNA extracted by method 1;n. DNA extracted by method 3 ,n=1—8

B4 13 Fg| Byt A — A ) DNA 13 &
Fig.4 RAPD patterns generated with 13 primers on single DNA
M. ADNA/Eco47 I (Avall);0. %5 9;1-13. 51440 5k S208,5207,S313,5404,5417,548,S45,5415,5416, 5206, 5419, S58 il S215
M. ADNA/Eco47 | (Avall );0. blank;1~13. the primer is S208,S207,S313,S404,S417,S48,545,S415,S416,S206,S419,S58 and S215

Wit slYimsE. It ad EEWER, AT 6
FholPn (R 2) Je 11 AR DNA H F it — 21
RAPD 43#7.

%2 BT RAPD HHHIBEHNIMREFF

Tab.2 The sequences of the selected primers

519 FH(5'—3D

S42 GGACCCAACC
S48 GTGTGCCCCA
S58 GAGAGCCAAC
S215 GGATGCCACT
S313 ACGGGAGCAA
S416 GTAACCAGCC

2.2.2 RAPD 458914 50 ¥r

i 6 Fhg] P 40 % 11 AN dr B A i A A 1
DNA #EA7H 1 (3 3) , JLy 1 7=/ 247 4~ DNA 47
(300~1 600 bp) , A5 P X} £ — A& ) DNA -1y
PoUE R AR 3L T4 AW R IR Y 7 AT BBk 43
A HRZBA N 32 A 2T Bk 74, 42%
FERh BRI F] 7. 17 A7, DA BT B 8

FRAE A E T 11 A AR 8] B 35 12 A0 81 3R 5L
(F D, 11 AR A 358 1% A LR FCh 0. 553 ~
0. 884 - Xyt ML R E R 0. 691, P35t 1L B
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0.309, 7 5K 10 BMRR 3L 22 R K, g
LR BN 0. 553, AERE B A 0. 44753 4K 6

#3 RAPD J#ZER
Tab.3 The results of RAPD amplification

SAMKAY B4 22 T /N AR AL R BN 0. 884, it
LB R 0. 116,

519 PHIBAEECG STFEGbp  PIAW GO PEMMEEE ) 28088 E Y AR
S42 3~5 550~1 400 44 2 4 6
S48 3~6 300~1 200 51 2 8 10
S58 2~5 350~1 300 39 2 5 7
S215 1~4 500~1 300 30 1 4 5
S313 2~7 350~1 400 42 2 5 7
S416 2~5 500~1 600 41 2 6 8
Bt 300~1 600 247 11 32 43
R & = = = = - & 1§
5 S42 % 11 MANER) DNA 19 RAPD 3 & 3%
Fig.5 Electrophoretogram of RAPD products using primer S42
M. ADNA/Eco47 I (Avall);0. %5 ;1~11. 11 ANAS[R] A7 T 03 A3 0 A 14
M. ADNA/Eco47 1 (Avall );0. blank;1~11. 11 Moerella iridescens individuals
x4 NAMEERHBEBURE
Tab.4 Genetic similarity indices between 11 individuals
A 1 2 3 4 5 6 7 8 9 10
1
2 0. 585
3 0. 700 0. 667
4 0. 706 0.711 0. 636
5 0.611 0.638 0. 696 0. 750
6 0. 605 0.741 0. 884 0.638 0.612
7 0.619 0.717 0.731 0. 609 0.667 0.727
8 0.737 0.735 0. 750 0.667 0.591 0.784 0. 680
9 0.743 0.652 0.756 0.718 0.585 0.708 0.681 0.744
10 0. 686 0.696 0. 756 0.769 0. 683 0.625 0.553 0.744 0. 700
11 0. 684 0.735 0.708 0.762 0.636 0. 745 0. 640 0.696 0.651 0. 744
3 ik )RR IR LR 2 0 2 o s Y Lt R, AT
e BT LA AR 56 40 43 FF . 5% 1R LA T R 00 7K
3.1 HiT ek B 4 DNA #9321 s TR A0 A 0 00 PR 00 190 R % 2 H

HHLA DNA $EEUR) AR, JCAM T 2 i e 4
Jil, 5B DNA 854 (0 8 (A i K 20 15 28 % Ko
T, 2B RNA 501, UL3E DNA, L2 HHLE T
MR JR R, 4lifk DNA %5,

DNA il % — B A 1 iy« &5 ¢ 5o
ARFIH 25 = 24 = 1) V&G ¢+ SO (KRB 24 ¢
D VE 5, B A O AR R A T AR, 7E DNA

By Wy A0y ¢ SR, AT ¢ R A AR — UK
WA By S A Dl i, IR B ¢ Ay ¢ I
M2 EAOR AR E R W ¢ &7 ¢ S mE R 3
U2 T2 — U A AN i 1235 ST I ¢ S0
S 2 U, A SR AT A ¢ ST ¢ SN
AT = FICBEA AR 1 U, 45 3R 3R B 45 07 3k 19 2
RVA W22 I RE A R A S IR 25 R . B X
Taq fil A 108V - B — U4 R S0+ 5k
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Pt ol G5 2= Bk ok BR Ty . S 00 45 R 2R A L % BR A0 I e A
HApg A X PCR P78 A 23 7= A R R 52 i, v] B 7 fif
K LBk 5 N BEULE DNA, £ 8.0 LiE s .
R 1 5% B8 B B v e 5 bR 7000 L BE PR % DNA
PR AL 2% B % B8 W 5 78 PCR B H . B DNA &
h 1 L i e B RN R BRR 25 p Lt BIRR RS T 25
L P PCR R A R Hp i 19 20 0R BE AR A . 55 AP K
fE#& 1 RAPD ¥ 34 25 5L 5 . 5% B3 1Y B & A 1 B AS )
(& 4.E 5),

S0 v 3R 50 IR ) & $E B DNA (7 ik 3) .3
Ffr DNA $2 By s it o T B 45 45 LI 770 R HL A BY 1)
XF DNA (803 1E - A Al TR 56 B 41 DNA 19 58
Bk, L ) O Al R S 4R BUR) DNA 43 5¢
LA R . W A I M DNA,
SUT B0 e U4 B AT 25 B3 2% I, 46 A 3 i 45 1 1 4 L FE
A D R L HR — B 43 A DNA B BUT

B2 fi R, 3 Bl ik BUA) DNA 78 F 1R — 51
Yy B R SR A — B, 591 IS A 25 5. X AT
e 5 DNA 42 B 5 &8l RAPD Xf 4% 14 1 55 25 4k 1
HURMEA .

3.2 RAPD ¥ 3% e 44 DNA 8 i &

/N AN 508 . RAPD fE 38t 1% b id i
PCR it & RNA K — 5 # &E H R m -
HAH — 2l b B MR b A S A gl Ak T 7R
HRIR R SR B B R A3 T 23 B T B 4 SR L JF IA O
M Ve 88 A — > A 24 R 114 9 B PN AS 52 T 7 34 245 4R

PSS B & B AR DNA 425 5153
N S G T A N B HE A (A /A T 1.7 88 &
F2.0) o H HL PRI AR R4, e & RAPD 3 3% 4%
RABSRE . B LA 7EVE M T F RAPD 5 DNA
iﬂi,iﬁﬁj*ﬁﬂi}%{ﬂ(%’mﬁ Azeo/Azsog)kﬂF%
ik, —MEAE 1.6~2. 1 Bin], B4R, VEH ML 45
WHE T RAPD (1 Horp — A4 5, B X5 HR DNA
AR I RN B R OR . S8 Ah . A PCR B3 v fifi
MIEHR DNA &t 4 100~200 ng AN4E (HY 1 25 L K
2 AR 3 A5 5 TR /N A AR O R R R U B A — A Y
BT BN A S M 4 3 45 SR A58 R — B
3.3 Bt SR

T RAPD £ R i1 2 00 5 B 1 Bk Z 1k
W N 1z . 20 AR DU ER BLA 4w 9 st
e ZREME Z 00 05 L] — M AE 50260 DL B (3R 5) X
A RE S A DU SR WA A ARAE R IR R A
WS A% 22 FE 1 04 o AR 5 P J A B I 5 i VAR AR T
XA IR R B R e — T o0 2 X
TAE BRI AATX T 5t 4% 5 BB A B OC R 45 0]
IR,

FIF RAPD $7 A S 7 VT35 04 (1) % 0m W AR 0 77 7

TEUR BT 5T W] AR MR 019 338 15 Z RE P LU E L A
T A B PR B i A AL S bl S RLAL T R AR
L W T 37 B 30 o o JHG o BT 5 50 3 A ) R
S B J5 10 PR3P FLAE OB IR (1) T B0 0 £ A7
(UWDIBER IRy £ N A TR D 97 SO AN VA 713 Tk
FBh I T B e B R E A f R B AR R T
FrFH Y K

£S5 BIBENEHSEMALH

Tab.5 Percentages of polymorphic loci in some Kinds of shell-

fishes

FhEE Z A5 B () SRk

TR P X B
S T AR I 85.71~94. 74 [14]
7= o fifl 53.05 [6]
BT BB DLV R R A R A 65.0 [2]
R i I 04 % B T A 73.43 [9]
UL B PR O TR OV 5 R A 74.42 A

SE Xk

(1] E¥B KN4, L7, AFLP 1 RAPD F7 il £ R 7E
ML B3 D st A% ZREPE 58 T i 0 B3 L) . 3h g 2% 2%
i, 2003, 38(4): 35-39.

(2] FRRRGERN L KEE % SRR 3 A FRIEREHA Y
RAPD 34T 1. A AR RE4% . 2002, 9(2) : 106-109.

(3] ZERE . &%, & L, 5. 4i0% RAPD 9719 55 4 09 18
b Beagt e Ay il A L . 77 R 2% 2 4l G RO L 2002,
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(4] BFF VLA @, &5 a0k, 55, JEAE B 05 47 JE K 41 DNA (9
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361-363.

(5] AHERME , M, X O . VT B DL RE A ) IR A7 5% 1
F DNA {9 52 B RAPD 5 1o % [ 1. ¥ 7 2%
2001, 25(3): 51-52.

(6] ZEKRE W 3CH RMA: 5. BB 8 (Haliotis discus
hannai Ino) F1Z (4 @l ( Haliotis diversicolor Reeve) ji
& ZREME ) RAPD B[], GV 5 H19H . 2003, 34(4)
444-449,

L71  XUbilfe, w5+ 4. RAPD F5 12 £ 3 V5 4 05 A0 BF 0 52
RN L), & 5 18 W K= 4 (SRR 2 D » 1998,
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(8] Al vk - XB 3, FL R AR . 45, T 1 b DX SCe 1Y) 38t 4% 2 R 1
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Genomic DNA isolation and RAPD analysis on Moerella
iridescens

YU Hong, XUE Liang-yi, ZHANG Jia-feng

(Faculty of Life Science and Biotechnology, Ningbo University, Ningbo 315010, China)

Received: Oct. ,10, 2006
Key words: Moerella iridescens ; genomic DNA extraction; RAPD; genetic diversity

Abstract . Studies of DNA extraction and RAPD(Random Amplified Polymorphic DNA) analysis were per-
formed on the cultured population of Moerella iridescens in Wenling, Zhejiang Province. Among 11 individ-
uals, six screened from thirty-eight primers, which were reproducible, amplified a total of 247 fragments
ranging from 300 bp to 1 600 bp. 43 loci were detected and the polymorphic loci(P) were 74. 42%. Genetic
similarity index(S) among individuals were 0. 691 and the average genetic distance(D) were 0. 309. The re-

sult indicates that the degree of genetic polymorphism in the analyzed population is high.

(R L4 KR ZHD)

(E#E3m)

Design and development of a mini-type ocean color surface spec-
troradiometer based on S2000

CHEN Yong-hua', LI Si-ren’

(1. Qingdao University of Science and Technology, Qingdao 266061, China;2. Institute of Oceanology, the
Chinese Academy of Sciences, Qingdao 266071, China)

Received: Nov. , 28, 2006

Key words: ocean color surface spectroradiometer; S2000 radiometer; design and development; irradiance; radiance

Abstract: This paper describes the design and deployment of an ocean color surface spectral radiometer
based on S2000 radiometer. The data measured by the radiometer is diffused on a moving platform, such as
a ship for in situ measurements. It can detect two indispensable parameters—water-leaving spectral radiance
and irradiance. In this paper, not only the whole design scheme is introduced, but also the designs of optics
components-irrandiance sensor and radiance sensor are illuminated. This paper also describes how to meas-
ure the water-leaving radiance by the change of mechanical configuration. From the calibration and experi-
ment results of the spectral radiometer, we can see the spectral radiometer is fairly accurate and the results
satisfactory. It can provide sufficient irradiant data to meet the need of scientific study and has it a bright

application prospect.

Ok S 2p 4. ) 3 39D
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