Br5iikE REPORTS

FEERFARMEREAEUEEREUNESTRIMR
FRE. L BRA. ARE . AR, AR, o

(1. WA TR S EMm TRER. L5 W 2150005 2. VLIRAEE KOS 1195 /il 226007;
3. MR 2B VLONA VR A HOR H SIS %=, TLI8 % =W 2220055 4. g 5t UWSE K 2 A A bl o

Bt . YL B &L 210097)

HMERARAMBERR L AFERATHEFEL HLR LB LAENERFITIABINERERE
15 (Ruditapes philippinarum) ¥ A FRG) ACEERFIERIT T oM. SREAN, FHEERSF 4 AFKY
% BAL B K 62.5%~7T75.0% ,F 34 e A B ALMALAE 0.274 3~0.338 7 2 10,5 F34 & F M B4R
P A FEA R 1,489 1~1.6325 2@  EHEFRFREG: REFHEAREF, WRBEKR WA
S HABEEERESHAN. FTEL L LB RENEIANABRDAOEESILREF RITRBHKS 3
ABARE B EF, RESHRAHERA . FPRELGHEAGASZLERARE. A5 HEMNEHEAME,. R
BEHIREBKMC, T ESTFHEREER A FBKNEE>AH,

K FEA ERAT (Ruditapes philippinarum) ; B L8 ; i 4 540

FESES:QI89

] T A O — A A= kst i AR g, B 20 fiE 22 70
AR B T E L RS A R, 2
AR M) Tl o3 B or ek ph g i g vE LR 8 A
AFP o AR A A R DN O DL A — S0 B
(10T 26 T DL 2K P ) ) T 2K B T s v o
FE 40 B, B & AR Aot A% DF 90 19 kL Tl TG s ic
BTN THSRE S AR R T AR A
BT B2 WK | Pl B 5t A% 45 40 20 AT L JOR SO0 R LA
GRS, [RIBHEBN T 226 B 5 A KRS HUE
AR AT AH S PRI FE AR 35 B 5[] T il A7 i 32 40 #
FRE 9 358 1% o3 Ak AL 483 L &0 1R i) A ¥ 161 A% 43 4
JrmE

SR BRIGAT (Ruditapes philip pinarum) 15 FAE
UG A B A R AR . SRS TR S YT (Mol-
lusca) , W72 4 (Lamellibranchia) , 5 5 W 44 ( Heter-
odonta) , % 15 H (Veneroida) , % #5 Bl ( Veneridae) ,
IS AF 8 (Ruditapes) , &7 W T £ 09 th 5 M 2 A 0
25, 20 tad 90 AR LI K B T 4 il 3 0 HE A
WS AT AR SR H 25 3G . A SR A o R B 3 R X
P ARF R R AR K, e AN TE 8RS
BORW T Z B TR 7 M B SR 4
B ARG B AN (6] 353 4% 5 56 00 S5 b B IR B8 A X5

SCERARIRAD : A

X EHE.1000-3096(2009)04-0061-05

U4y A 14 T A R £ 485 b T R TR AR L X
(W L BRI A v L D7 R ) i B AR A 9 2
TFRIRE IS IR TR 10 22 5 P IR GE 2 & % 508 & B0kt
PEARAETE — G2 BOAI 26 1. Ren 2507 3738 T b [ Vs g
ST R R RE . 1 SRR
I A ) T R L % 7 4 T W S v
VLR M V5 L 3 % VS 100 T e 5 A A B A
A A2 R AE AT BF 58 49 7 » LA 39T 3 33K 246 RS [ b B0
FOE R 10 8 125 405 g LA B A ARR L

L

L1 A5 4

50 A FE 43 90 DA AR T 9 LW i 5
Ll T 25 0 8 85 L M A5 5 4 4 0
PRI ER A . FEREURBCRE ) 5060 1.

WA H 3 :2007-02-205 &[5l H 3 :2007-06-22

LA IUH VLR MV A W B R T R U S B IR B B i H
(2005HS007)

YEH RIS 22 (1981-) L 53 VLA AN AL 00+ B o2 A, 2 I S0k
T DL HE AR 38 15 15 3k £k UF 48 . E-mail : xuguanglil981 @ 163. com; i
B (S E# W% :0512-51837170, E-mail : xupu66 @ sina. com

Marine Sciences/Vol. 33,No. 4/2009 61



H5iikE REPORTS

B R A 5 1 A is Il S 06 = B SR AOH . SR AT
AN ERERH AL IR ZH 24 1+ 3 sl in A0, 1 mol/L
BERRZZ Wl (pH 7. 0D, PKIE AFJEE . 4°C F 12 000 r/min
B0 30 min, WAL IR ZH 2 Y030 min, B E W R
LUK .
1.2 £¥I*
1.2.1 Hk

K PR 3% 8 8 T M T e 6 e W K 3 L = BT L
IR AE S Bl . AR WA Tris~Gly K
(pH 8. 3) 4875 I IR 1y =%, Wk A IS WL ol 120 V7,
AN ETFE 150 V,4°C & F vk 4~5 h,
1.2.2 Y

Yt ik S IR R IR S
1.2.3 ff7

Yefo e e 7 00 UK R 4 20 0 & BV U 24 0k
it 412 2 17 » B3R5 AR AL IC SR A R 1 2 PR AT
1.2.4 [ T.figfy 24

[Fi] T g 1) iy 44 AR 90 25 8 33 19 A X A B8 R (R, =
d/l,d R EB I B, L N8R R B B /D
B R AR 44 5 45 7 i DN BB 3] BH B 1) £ 8 007 i

F(1,2,3 ) AL WA — A UL E A N, 4%
{j%.#%i%ﬂ:”ﬁ? g(av ’Cs"')o
1.2.5 st

FIJH PopGene(ver. 3. 12) G it Mt 32 .
LN R P=Z 3500 58/ AL 5 H0K< 100 %%
EH A H =2 (1— 2q;°) /n

D)

EST-2 ;
EST-3 ' 3

WL 5 BE H L, = WS B 1 A AR W
FEMIAAR DE e g PO A 5 B g AR L A
BEDRI B g B 0 i b A B DR Al R TR A
A

I EBEA LR A= 21/ 2q.%) /n

AR Fo=1—H,/H.;

WG L8 Fo—=1—H./Hr;

H:=1—2X*;

BRI BN, =(1—F,) /4F;

X AN A B, H, P B 000 2% &
BE Ho P BB 6 B He S SRR 6

WE-FHMETI=22 X, XY, /(ZX2X,?X
22Y:5;

WL B D=—Inl;
Xy Y 4300 XY PASFEE AR 5 AN SR o5 15
i AN TR R 0 R

2 %X

2.1 PR TEBEEarie

SCHG VR 4 Fh S TG B EST 8 & Ak W) 5 Ak
SOD 3¢ B2 i U B MDH #1355 iR BiF ME . £ 3E
TR 4 ASREA PRI ) 8 AN ] LIS f4 457 45, 43 1)
J EST-2, EST-3, EST-4, SOD-2, MDH-1, MDH-2,
ME-1 fil ME-2, Hip i i MDH-1 fil ME-1 7& 4 4B
PR syl B oy R BT 28

8 9 10

L wThge

4 - ““‘.

EST—4 ..“--- - ------.

L1 A 7 3 R 5 A7 B A R A EST &%

Fig. 1

2.2 AR A MR T F AR

AR A5 T A 1) Tl 3 2 2R B R T 5 2R T B %
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Tab.1 The genetic diversity among the four wild populations of Ruditapes philippinarum
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Tab.2 The coefficient of gene differentiation (the lower left) and the number of migrants per generation (the upper right) among

the four wild populations of Ruditapes philippinarum
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Tab.3 The genetic similarity index (the upper right) and the genetic distance (the lower left) among four wild populations of Ruditapes

philip pinarum
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Fig. 2 The cluster analysis based on Nei’” genetic identity in the IR AR S22 PR LR 62, 5% ~T75. 0%
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four wild populations of Ruditapes philippinarum ’
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Tab.4 Allozyme variation reported in other studies of R. philippinarum
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Abstract: The biochemical genetics in four populations of Ruditapes philippinarum , which were collected
from Pingtan Island, Haizhou Bay, Xiangshan Harbor, and Liaodong Bay, were analyzed by polyacrylamide
gradient gel vertical electrophoresis. The results showed that the percentages of polymorphic loci (P. ;) of
the four populations varied from 62. 5% to 75. 0%, the average heterozygosities ranged from 0. 274 3 to
0. 338 7. The mean effective numbers of alleles in loci varied from—0. 066 7 to 0. 026 0, and the populations
of R. philippinarum demonstrated a high genetic variability. Based on the coefficient of genetic differentia-
tion and the number of migrants per generation, the genetic divergence between the populations of Pingtan
Island, Haizhou Bay and Xiangshan Harbor was infinitesimal, while the genetic divergence between the
three populations and the population of Liaodong Bay was slightly evident. Clustering analysis also showed
that the populations of Pingtan Island and the population of Xiangshan Bay were clustered with priority,
then the population of Haizhou Bay joined, finaly the population of Liaodong Bay joined the group. The ge-
netic differentiation mechanism of populations and the cause of indistinctively heterozygosity deficiency were
also discussed in the paper.
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