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Fig. 1 Shell shapes of scaly and non-scaly types of A. pectinata
A: SZ,LYG,PL,RCCANZEF]4) :B: Tl C: A
A: SZ, LYG, PL, RC(From left to right) ;B: Non-scaly type;C: Scaly type
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Tab.1 Locations, with or without scaly, number of atrina

pectinatas and number of A. pectinatas sequenced
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x2 FRASIMFT

Jirg == A5 WA TC FERELCD) MR R B Tab.2 Sequences of used primers
IWAREERKS PL T 44 6 519 il
PR < COLF
WIS RC x 28 6 LCOL90) 5 GGTCAACAAATCATAAAGATATTGG-3'
LHERE LYG A 30 6 COLR
) 5-TAAACTTCAGGGTGACCAAAAAATCA -3’
JARTYIEREH Sz el 20 6 (HCO2198)
. 28SF(DIF)  5'-GGGACTACCCCCTGAATTTAAGCAT-3'
1.2 HBE&HEMN=Z
285R(D6R)  5-CCAGCTATCCTGAGGGAAACTTCG -3’

R Bk 7e I (L) e T2 DL 52 J5 4 o o5, Y B
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Fig.2 The measure of A. pectinata
1.3 DNA #£F4= PCR ¥ 3¢ R &

DNA 42 B DL K glifb 32 22 25 B (Cor - e B i 00
™ YR 3 i B9 I (Sambrook 4%,2001), 3K15
() DNA £ 5 H 0. 8% 1 35 i 4% Hy 1k 148 41 43 6
B AT E L T ddH, O # B3] 100 mg/L,

wor AN 4T 8g B A 51 S LCO1490 FI
HCO2198"* ™1 COL J¥ 41 ; 28S J3+ 41 ¥ 4 % H
Park 25 g5 9 17 1) (D1F Fl D6R) , I 3% 2 fif /i,
50 uL 1y PCR ¥ 34 {&K & M. 1. 5 mmol/L MgCl,;
200 pmol/L dNTP;0. 2 pmol/L 5|#J;100 ng #itk
DNA;2 U Taq fiff ;5 pL (9 10 X buffer, COI ) PCR
LA K 95°C T AE M 2 min. 2 J5 #E4T 30 N6
o B8 3 AL 4% - 95°C /1 min, 50°C/1 min,
72°C /1min, 72°C J5 &£ 5 min. 28S {5 514 K -
94°C WS PE 4 min, N A Taq B . 2 J5 #E47 30 MEER
(94°C/ 40 s,60°C /40 s,72°C/ 1 min 15 8).72C )5
FEAH 10 min, PCR 7 ¥y 28 B i o0 5E B L UK 1 47 4
K PCR 938 = 2% b ot = m 3K AE W R A FR

1.4 a2
1.4.1 RIS

R B T B A AR /N 1R 5 M, DA 1R PR IR
(R AR B AE S A VT Bk T 25 0 0 43 7 48 A, % 5%
T Ls/Hs.Ls/Ws Hs/Ws% =ML SFEF IR, R
JH SPSS13. 0 Ge i K X 45 7 M 1] 52 JE 25 R AF 35 A5
[ 22 S 34T B - 7 22 0 i (ANOVA)
1.4.2 DNA FE5 49

FH DNA Star #il BioEdit 4k 43145 & DNA iF
R 1) ¥ 50 g X DNA JP 50 #1E . ] DNA Star 3k
A MegAlign #44 XF 3 51 #E 47 17 51 [R] U5 1 A
ALY 23 A . 2 8 L X J BioEdit (1) ClustalX
17534 o

2 HEREHAT

2.1 #Tzkse ol E KR R R
FTLBk 4 T 52 IE M8 2598 b 19 J5 22 73 #7 45 51 41

T3, GRER,FHEMN 3 MIBRFAL R Hs/Ws

SNEITE R A] ) 22 5 3 . A BORE X DR A K

x3 BHERENIRNIANESERFTESN

Tab.3 ANOVA analysis of three morphological parameters

between two phenotypes of A. pectinata

Ls/Hs Ls/Ws Hs/Ws
SOV df

MS F MS F MS F
BRI 1 0.093 6.687° 0.884 7.558"" 0.168 0.038
BEA 120 0.014 0.117 0.038
MR 121

T Fo.05(1,120)=3.820;Fy. 01 (1,120) = 6. 851 ;* /N 2ZF W
B
2.2 # 28S rDNA A B 5 7] 5 47
Xif T Rl BB 24 A M VT Bk E 4T 28S rDNA P
I PN BE S 1 075 bp, PIAP R AL FTTL Bk
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AT — A R, ALY GenBank | %310
SEH) A, pectinata (DQ343846) 1y 74 52240 A .
2.3 ZAtk COL AR A3 547

XTI AR AR 24 ASATTEEkHE T COT JF 31 2
FPAAC By 659 bp. WD AL HI VLB A5 3 A
HfEARl, 5 GenBank | B #iC %M A. pectinata
(AB059422) ) J5* 51 A1 LL A2 S 0 3 057 s B Aoz s 80
A4 PR

I Bioedit F1 MegAlign {3 1 7l 2 284 14 415 V1.
Bk COT L R By 91 47 43 B » 38t 4% B 25 717 41
FRABLE 43 LU W3R 50 A MR JC ik = TR) 1Y 35t 1% B B85 7
0.007 7~0.013 9 ZI[al, 5 f& AH AL 7E 982 ~99 %
Z ],
R4 AHRENIRNTERREEMCABERERUSR
Tab. 4 Number and sites of mutated nucleotide about two phe-

notypes of A. pectinata

et A 5 i 3 (07 155K AR S AN AR,
PL 3 453 509 630
A
RC 0 -
LYG 5 282 651 652 653 654
Jo
Sz 0 -

£S5 RIEAIIB COI AR5 FF 5 4 B B9 Pairwise 15 15 BE &5
(F=fh)MiEEEMUE(E=1M)

Tab. 5 Pairwise sequence divergence (below diagonal) and ge-

netic identity (above diagonal )for COI fragments from

Atrina pectinata

1 2 3 4 5

A. pectinata  — 98.0% 98.8% 97.9% 97.9%

A PL 0.0170 — 98.9% 98.5% 98.5%
Jo
RC 0.0123 0.007 7 — 98.9% 98.9%
LYG 0.0185 0.0123 0.007 7 — 98.5%
EEg
SZ 0.0217 0.0139 0.0108 0.0139 —
3 itit
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Comparative study on 28S rDNA and COI of scaly and non-scaly
phenotypes in species of Atrina pectinata
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Abstract: The ANOVA analysis was conducted to the length, height and width of shells of scaly and non-
scaly phenotypes in species of Atrina pectinata. We use DNA sequence data from the nuclear 28S rDNA and
mitochondrial cytochrome oxidase I (COI). The length of sequenced 28S rDNA genes is 1 075 bp, and
COTI’s is 659 bp. There are little differences between the DNA sequences of the two types of A. pectinata.
It is suggested that the two types of A. pectinata should belong to the same species.
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and Argopecten irradians irradians
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Abstract: The purple scallop (Argopecten purpuratus) and the bay scallop (Argopecten irradians irradi-
ans) are all fast-growing Argopecten scallops. The bay scallop has been introduced into China 1980 s and
has now developed into a large industry in China. Now the authors reported the introduction of purple scal-
lops from Peru into China and the inter-specific hybridization between the bay scallopnms and purple scal-
lops. In this study, the hybrids were produced by hybridizing A. purpuratus eggs with A. irradians irra-
dians sperm. The results showed that the A. purpuratus eggs can be fertilized with A. irradians irradians
sperm, and the resulted embryos can develop normally. Faster growth was observed in the hybrids com-
pared with the pure-bred bay scallops during both the larval and adult stages. The average shell height,
shell length, shell width and whole weight of the hybrids are 27. 3%, 25.2%, 19.3%, and 107.0% larger
than that of the pure-bred bay scallops, indicating a significant heterosis in the hybrids.
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