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Fig.1 Comparison of colors of the lysis crude extract of
material and lysis solution by three methods
1. Trizol s B2, -
3 3. CTAB
F1. the lysis crude extract by Trizol method; E2. the lysis
crude extract by Acid-guanidine-phenokchloroform method; F3. the
lysis crude extract by Improved CTAB method
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Fig.2  Comparison of colors of the first extracts by
three methods
2 1. Trizol 3 2-2. -
323, CTAB

2 1. the first extract by Trizol method; 2-2. the first extract by
A cid-guanidine-p henokchloroform method; 2-3. the first extracts by

improved CTAB method

DNA
28S
18S
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Fig.3  Comparison of tolal RNA extracted by three
methods
3 1. Trizol RNA; 3-2. -
RNA; 3-3. CTAB RNA

3 1. total RNA extracted by Trizol method; 3-2. total RNA ex
tracted by acid-guanidine-phenokchloroform method; 3-3. total RNA
extracted by improved CTAB method
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Tab. 1 Comparison of qualities of Total RNA extracted from Pavlova viridis by three methods
RNA A 260 0m A %00m A 2%00m/ A28 m RNA " (mg/L)
Trizol 0. 378 0.242 1.562 699.3
- 0. 152 0.093 1.634 281.2
CTAB 1. 374 0.698 1.968 2541.9
* RNA  (mg/L)= Asg m % * 37(mg/ L) 1]
1.000 1.000 4.299r
A B 4.000¢ C
0.800 0.800
3.000r
i 0.600 4 0.6001 |
X X # 2.000
% 0.400 % 0.400} S
1.000F
0.200 0.200r
0.000 . - . - ' 0.000 : . . - i 0.000¢ : - . - '
200.00 240.00 280.00 200.00 240.00 280.00 200.00 240.00 280.00
E K /nm &K /nm KK /nm
4 3 RNA
Fig.4 The UV scan results of total RN A extracted by three methods
A. Trizol ; B. - ; C. CTAB
A. Trizol method; B. acidguanidine phenot chloroform method; C. improved CTAB method
1 4 R CTAB
RN A, A260 mn/ A 280 um 1. 968,
200~ 230 nm s
, RNA , 2541.9
mg/ L T rizol -
RNA, A20 m/ A28 nm 1.7, 700 bp
200~ 230 nm ,
RNA , 699.3 mg/ L. 281.2 mg/ L
4.3 PR 4 CTAB BBk 323069 RNA #F 53 RNA  RI-PCR

=89 RT-PCR
Fig.5 RT-PCR products of total RNA extracted from

3 RNA Pavlovaviridis by three methods
RT-PCR RNA  DNase iv 1. Trizal RI-PCR 2. -
RT-PCR ;3. CTAB RT-PCR ; M. DNA
DNA | ¢cDNA DL 2000
cDNA , 1. RT-PCR products of total RNA extracted by T rizol method;
2. RT-PCR products of total RNA extracted by Acid-guanidine-phe-
Des4 , CTAB
notchloroform method; 3. RT-PCR products of total RNA extracted
cDNA s 700 bp, 5 by improved CT AB method; M. DNA Ladder DL 2 000
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An improved method for extracting total RNA used to RFPCR
from microalage
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Abstract: M icroalage contains lots of polysacchrides and polyphenols, which make it difficult to extract to-
tal RNA from Pavlova viridi. Compared with Trizol method and acid guanidine pheno}chloroform meth-
od, an improved CTAB method which can use the high concentration M ercaptoethanol to eliminate the in-
terferences of polysacchrides and can use CTAB with both KAC and ethyl alcohol to eliminate the interfer
ences of polyphenols was constructed in this study. It was shown that 28S and 18S ribosomal RNA bands
are clearly visible and the A260un/A 250 Tatio of the isolated total RNA was 1.968. Through scanning the
isolated RNA by using the ultraviolet spectrophotometer, the result indicated that it is good to reduce
polysacchrides and polyphenols in the sample. This isolated RNA was intact and had been proven suitable
for further molecular applications by RT=-PCR result. It was indicated that the method was appropriate for
RNA extraction of microalage.
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