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3 P <0.05, t (P
’ <0.05)"
2 2 BR
B h SD 5 N
21 HRBHROGEFZHK
SAS GLM 2 3 5
(SAS Institute Inc, 1990) 10 20 (40 60
) ( )
Yo =p+a;+ B + ey
s M1 s 25 l )
F2 HHH. HUAEKNFEHNE. FEEESD)RTEFRE(CY)
Tab.2 Mean, S.D. and CV of shell lengths at larve or spat stage
(um) (mm)
1d 10d 20 d 40d 60 d
32 32 32 32 32
1600 1600 1600 1600 1600
99.74 136.63 178.43 0.39 0.69
3.63 9.43 14.53 0.05 0.10
3.64 6.90 8.14 13.33 14.49
*3 HHH. HUHEESHTENE. REZECESDIRTEFRECY)
Tab.3 Mean, S.D. and CV of shell heights at larve or spat stage
(um) (mm)
1d 10d 20d 40d 60d
32 32 32 32 32
1600 1600 1600 1600 1600
80.41 115.00 153.34 0.37 0.66
4.04 7.93 15.67 0.04 0.08
5.02 6.90 10.22 10.81 12.12
4 ( T4 EESABEEFEREESE. REE. TREAK
) ( ) Tab.4 Mean, S.D. and CV of yield traits of market standard
( ) (mm)  m)  (m) (@)
( ) , 28 28 28 28
840 840 840 840
( ) 53.02 53.26 15.62 34.28
7.57 8.26 2.57 7.94
. 14.28 15.51 16.45 23.16
2.2 FAXNENRGF A
, ( Q)]
) ( ) ( (
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*5 AEEABMETK. EaMAZEHEI TR
Tab. 5 Variance analysis of shell lengths and shell heights at different stage

1d
7 276.143** 0.618 377.426** 1.154
24 152.448%** 2.852 146.557** 2.676
1568 12.754 9.852 9.852 12.754
10d
7 1 394.643%** 4.215 955.212%** 2.720
24 551.552%% 9.517 411.286%* 7.153
1568 53.646 75.687 75.688 53.646
20d
7 4 006.283** 13.306 4 050.962** 12.384
24 1345.016** 23.279 1 574.068** 27.221
1568 213.009 181.065 180.065 213.009
40d
7 4.896%* 0.031 5.185%* 0.027
24 1.487%* 0.047 1.553*%* 0.044
928 0.437 0.413 0.413 0.437
60d
7 7.633%* 0.061 8.822%* 0.069
24 2.075%* 0.087 3.016** 0.084
928 0.571 0.625 0.625 0.571
500d
7 434.613** 2.748 372.497** 2.255
20 139.446%** 2.904 125.934%* 2.386
812 24.514 24.514 21.257 21.257
D RX P<0.01; 6~ 9
) ( 6) 0.381, Wp 0346  0.464,
TR . Wsp 0280  0.423, ¢
2.3 REMREGEAE H4ET
5 (P <
( ) 0.05) hp
2
( ) hs s W sp
" p Rsp ,
7 8 , , 0.186 0.364
W5 0.186  0.364, Kp 0383 0171 0381
2
0.838, hsp  0.307 , 0.856 0.383 0.726
0.521, ¢ 0.346
, 6
(P < 0.05); ks 0.171
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R6 BIEHNEMRELERENHFEZAS ST W ")
Tab. 6 Variance analysis of traits and total weight at i 9 4
adult stage 5D
s 0257 0.384,¢
4 ;
7 434.613%* 2.748 4 Wy 0369 0.769, ¢t
20 139.446%* 2.904 4
812 24.514 24,514 (P<0.05): 4
2

7 372.497** 2.255 Wsp  0.358 0513,
20 125.934%* 2.386 (P <0.05)
812 21.257 21.257 w1

3 it
7 102.379%* 0.726
20 98.632%* 2.169
812 8.384 8.384 (2]
7 593.467** 5.764 , ,
20 356.435%* 6.839
812 47.416 47.416

x7 FREMBEFKEZEED. RER(ESE)REZHRIR tE
Tab. 7 Heritability, S.E. of heritability, and significance test of shell lengths at different stages

1d 10d 20d 404 60 d 500 d
W 0.186 0.188 0.244 0.252 0.316 0.364
+S.E. 0.222 0.167 0.197 0.178 0.176 0.294
To.057/=1.895 0.838 1.126 1.238 1.416 1.795 1.238
Wy 0.856 0.426 0.428 0.383 0.450 0.385
+S.E. 0.264 0.142 0.143 0.117 0.103 0.195

T°v°5(24>f1'7“ 3.242%%* 3.000%* 2.993%* 3.274%%* 4.369%* 1.974%*

To.0500=1.725

sp 0.521 0.307 0.336 0.318 0.383 0.375
+S.E. 0.104 0.074 0.079 0.081 0.091 0.096

To.05()=1.645 5.010%* 4.149%%* 4.253%%* 3.926%* 4.209%* 3.906%*

*8 AREMEBETEWMIESEN. MERESE)REZMHEEMNtE
Tab. 8 Heritability, S.E. of heritability, and significance test of shell heights at different stages

1d 10d 20d 40d 60d 500d
W 0.188 0.171 0.196 0.213 0.381 0.348
+S.E. 0.243 0.161 0.171 0.182 0.217 0.294
To.057y=1.895 0.774 1.062 1.146 1.170 1.756 1.184
W) 0.726 0.450 0.431 0.346 0.464 0.369
+S.E. 0.204 0.149 0.144 0.118 0.160 0.205
To.05024=1.711 2.088** 3.020%** 2.993%* 2.932%* 2.900%* 1.800%*
"p 0.307 0.311 0.314 0.280 0.423 0.358
+S.E. 0.097 0.075 0.075 0.075 0.097 0.094
T6.05()=1.645 3.165%* 4.147%* 4.187%* 3.733%* 4.361%* 3.808**
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#9 BUHFEK. 5. ERSLERENBEIEIT
Tab. 9 Estimation of heritability of shell length, shell height, shell width, and total weight at adult stage

RN 0.364 0.348 0.257 0.384
+S.E. 0.294 0.294 0.186 0.202
To.0s7=1.895 1.238 1.184 1.382 1.901%*
p 0.385 0.369 0.769 0.456
+S.E. 0.195 0.205 0.369 0.250
T6.0520=1.725 1.974%* 1.800** 2.084%** 1.824%*
s 0.375 0.358 0.513 0.420
+S.E 0.096 0.094 0.116 0.103
T0.05(0)=1.645 3.906** 3.808%* 4.422%%* 4.078**
, 0.104 0.604 0.142  0.428
( ) , , 4 (
) s
( ) 0.257  0.384, W, 0369  0.769,
Rsp  0.358  0.513,
t (P <0.05)
Lannan'"
C. gigas 18 ( )
0.33 0.37, ,
0.31  0.09 Newkirk” 6 16 0.307 0.521,
C.virginica 0.280 0.423 ,
0.39 0.50, 0.51 0.60; ,
Davis!"?! C.virginica
0.44( ) 0.14( ), 7
0.51 0.10; s ;
Rawson [ M. mer-
cenaria 9 ) )
0.91, 0.57, ,
0.74; Hilbish [ , ,
M. mercenaria 2 10 270
1.08 0.82 0.85, ,
0.67 1.28 0.91 , Jonasson!”) ,
Haliotis rufescens ) )
0.11, 8 17 0.08 ,
0.30 18] ,
Haliotis discus hannai 10 20 30 , ,
0.232  0.365 )
0.175 0.747 0.202  0.489, ,
0.181 0.316 , ,
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Abstract: Eight half-sib families and thirty two full-sib families were obtained by a nested design of each male
mating with four females. Heritability for shell length and shell height was 0.5214+0.104 and 0.307+0.097 on day 1,
0.307+0.074 and 0.311+0.075 on day 10, 0.336+0.079 and 0.314+0.075 on day 20, and 0.318+0.081 and
0.280+0.075 on day 40, 0.383+0.091 and 0.423+0.097 on day 60. Heritability for production traits including shell
length, shell height, shell width, and total weight at harvest on day 500 was 0.375+0.096, 0.358+0.094, 0.513+0.116,
0.420+0.103, respectively. Compared with other shellfish, heritability for production traits including shell length,
shell height, shell width, and total weight of Patinopecten yessoensis Jay was of medium size.
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