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F1 B YTW-10 SHEEKREIEE LHFE LR
Tab.1 Comparison of physiological and biochemical characteristics between YTW-10 and the related strains

YTW-10 Alteromonas putrefaciens!'*) Alteromonas macleodii!'”
+ + +
+ + +
+ + 0
H,S - + +
+
0 +
+ +
— + 0
Phe - - 0
Arg - - 0
MR + _ .
V.p - - -
+ — 0
+ - +
+ - +
+ - +
+ - +
- - 0
+ - .0

Alteromonas sp. CF14-3
YTW-10
Alteromonas sp. CF11-5
Alteromonas alvinellae
Alteromonas macleodii
Alteromonas marina
‘{ Alteromonas stellipolaris

Alteromonas litorea
Pseudoalteromonas elyakovii
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Fig. 4 Phylogentic tree of YTW-10 based on 16S rDNA sequences

: Alteromonas sp. CF14-3(FJ170033); Alteromonas sp. CF11-5(FJ170012); Alteromonas macleodii
(AB238950); Alteromonas sp.SHY1-1(AB078014); Alteromonas alvinellae(AF288360); Alteromonas marina(AF529060); Alteromonas
stellipolaris(AY831615); Alteromonas litorea(AY428573); Pseudoalteromonas elyakovii(AB000389); Pseudoalteromonas gracilis
(AF038846)
The accession numbers used for tree construction are Alteromonas sp. CF14-3 (FJ170033); Alteromonas sp. CF11-5 (FJ170012); Alteromonas
macleodii (AB238950); Alteromonas sp.SHY 1-1 (AB078014); Alteromonas alvinellae (AF288360); Alteromonas marina (AF529060); Altero-
monas stellipolaris (AY831615); Alteromonas litorea (AY428573); Pseudoalteromonas elyakovii (AB000389); Pseudoalteromonas gracilis
(AF038846). The branch length represents the evolutional distance
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Tab. 2 Inhibition spectra of YTW-10
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Identification and antimicrobial activity analysis of a marine
Alteromonas YTW-10
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Abstract: The strain YTW-10 was isolated from marine sediments collected from the Yantai beach. It was able to

grow in the medium containing 1% 15% NaCl with the optimal growth salinity of 7%. The optimum growth tem-

perature was 37 C and the initial pH value was 8. Based on morphology, biochemical characteristics, as well as
phylogenetic analysis, the strain YTW-10 was identified as Alteromonas. Three marine pathogenic bacteria and
three crop pathogenic fungi were used as indicators in YTW-10 antimicrobial experiment. The result showed that
YTW-10 had strong antimicrobial activity to Curvlaria lunata, Fusarium ozysporum, and Fusarium graminearum
Schw.
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