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Karlodinium micrum (EF492506)
SGW201106-1

84 - Karlodinium veneficum (HQ832504)
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Fig. 2 The neighbor-joining tree of 18S rDNA sequences. Bootstrap values (%) of 1000 replicates are given adjacent to each
node. Alexandrium tamarense is used as outgroup
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Fig. 3 The neighbor-joining tree of ITS sequences. Bootstrap values (%) of 1000 replicates are given adjacent to each node.
Alexandrium tamarense is used as outgroup
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Molecular identification of a bloom-forming species isolated
from Sanggou Bay in Shandong Province
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Abstract: A seldom seen red tide occurred in Sanggou Bay, Shandong province, China in May, 2011 and the local
shellfish aquaculture was greatly affected. During this event, we have isolated a dominant alga strain and we aug-
mented and analyzed its 18S ribosomal DNA and internal transcribed spacer sequences. The phylogenetic trees
based on the two sequences both revealed that this species clusters with Karlodinium veneficum (=K. micrum). So it
is identified as K. veneficum, one of harmful algal bloom species reported in the Southern Sea of China previously.

This is the first report of this alga to appear in bloom in Sanggou bay.
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