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Isolation and identification of secondary metabolites pro-
duced by a deep-sea Bacillus sp. E401B03
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Abstract: Seven compounds, were isolated from the ethyl acetate extract of Bacillus sp. E401B03. Compounds 1-7
were obtained by normal phase silica gel, Sephadex LH-20 chromatography and reverse phase HPLC techniques.
Their structures were identified by spectroscopic methods including *H-NMR,**C-NMR, and EIMS.
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