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Tab. 1 Statistics of the marine sediments prokaryotic microorganisms new genus
. Actinobacteria .. . . .
Bacteria (4/28) Aestuariibacter Amycolatopsis Arthrobacter Blastococcus Brevibacterium
Corynebacterium Kineococcus Kocuria Marinactinospora  Marmoricola
Microbacterium Microbacterium Micromonospora  Modestobacter Nocardioides
Nocardiopsis Paraoerskovia Prauserella Promicromonospora Saccharomonospora
Sanguibacter Sciscionella Serinicoccus Streptomyces Tessaracoccus
Verrucosispora Verrucosispora Zhouia
Bacteroidet
(lazc/zegr;)l S Actibacter Aestuariicola Algoriphagus Arenibacter Cyclobacterium
Fulvibacter Gaetbulibacter Gramella Hongiella Lewinella
Limibacter Lutibacter Maribacter Marinifilum Marinimicrobium
Meridianimaribacter Muricauda Mpyroides Perexilibacter Pontirhabdus
Prolixibacter Robiginitalea Salegentibacter Sediminitomix Snuella
Tenacibaculum Vitellibacter Wangia Yeosuana
Firmicut
(llf?il)cu e Bacillus Clostridium Clostridium Desulfotomaculum  Dethiosulfatibacter
Jeotgalicoccus Marinilactibacillus Oceanobacillus Paenibacillus Planomicrobium
Thalassobacillus
Proteobacteria .. . .. . .
(12/58) Aestuariibacter Alcanivorax Aliihoeflea Alishewanella Alkalimonas
Altererythrobacter  Alteromonas Amphritea Anderseniella Arenicella
Citreicella Colwellia Croceicoccus Dasania Desulfobulbus
Desulfopila Desulfovibrio Devosia Erythrobacter Gaetbulicola
Geopsychrobacter Hahella Jannaschia Leisingera Luteimonas
Marinimicrobium Marinobacter Marinobacterium  Marinomonas Microbulbifer
Neptunomonas Novosphingobium  Oceanibaculum Oceanisphaera Paracoccus
Photobacterium Pigmentiphaga Pseudoalteromonas Pseudoruegeria Psychrobacter
Psychromonas Reinekea Roseivivax Roseovarius Ruegeria
Saccharospirillum  Sedimenticola Shewanella Shewanella Sneathiella
Sphingomonas Tamlana Tateyamaria Thalassobius Thalassomonas
Thioalbus Vibrio Yangia
?(/;rlr)u comicrobia Rubritalea
Archaea folj%archaeota Methanobacterium

Methanosarcina
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Tab. 2 Statistics of the marine sediments prokaryotic microorganisms new strains
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Archaea(2)

Bacteria(161)

Euryarchaeota(2)

Proteobacteria(78)

Bacteroidetes(35)

Actinobacteria(34)

Methanosarcina semesiae MD1"
Methanobacterium aarhusense H2-LR"
Sedimenticola selenatireducens AK4OH1"
Anderseniella baltica BA141™*
Sneathiella chinensis LMG 234527
Altererythrobacter epoxidivorans SW-109"*
Tamlana crocina HST1-43"

Dasania marina MSL86"

Desulfopila aestuarii MSL86"
Aliihoeflea aestuarii N8"

Croceicoccus marinus E4A9"
Thioalbus denitrificans Sud”
Arenicella xantha KMM 38957
Gaetbulicola byunsanensis SMK-114"
Aestuariibacter halophilus JC2042"
Shewanella sediminis HAW-EB3"
Marinobacter segnicrescens SS011B1-4"
Shewanella psychrophila WP2T
Psychromonas japonica JAMM 03947
Pigmentiphaga litoralis JSM 0610017
Vibrio hangzhouensis CN83"
Roseovarius nanhaiticus NH52JT

Neptunomonas antarctica S3-227

Yeosuana aromativorans GW1-1"
Marinimicrobium koreense M9"
Prolixibacter bellariivorans F2©
Wangia profunda SM-A87"
Perexilibacter aurantiacus Shu-F-UV2-2"
Fulvibacter tottoriensis MTT-39"
Actibacter sediminis JC2129 T
Limibacter armeniacum YM11-185"
Marinifilum fragile JC2469"
Meridianimaribacter flavus NH5STN"
Pontirhabdus pectinovorans JC2675"
Snuella lapsa JC21327

Hongiella mannitolivorans JC2050"
Salegentibacter catena HY 1"
Myroides profundi D257
Meridianimaribacter flavus NH57TN"

Streptomyces xinghaiensis S187"
Zhouia amylolytica HN-1717

Paraoerskovia marina CTT-37"
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Bacteria(161) Actinobacteria(34)  Marinactinospora thermotolerans SCSIO 00652" [32]
Sciscionella marina SCSIO 002317 [67]

Microbacterium profundi Shh49T [68]

Amycolatopsis marina Ms392AT [69]

Corynebacterium marinum D70157 [70]

Microbacterium profundi Shh49" [68]

Verrucosispora sediminis MS426" [71]

Sanguibacter marinus 1-19" [72]

Promicromonospora flava CC 03877 [73]

Blastococcus jejuensis KST3-10T [74]

Firmicutes(13) Dethiosulfatibacter aminovorans C/G2" [75]

Marinilactibacillus piezotolerans LT20" [76]

Paenibacillus donghaensis CAU 90387 [77]

Bacillus oceanisediminis H2T 9]

Clostridium aestuarii HY-45-187 [78]

Verrucomicrobia(1)  Rubritalea sabuli YM29-052" [38]

Miyazaki , ;
7 >
, (Psych- ,
romonadaceae)4 Psychromonas  japonica®, ; ,

e 136

Psychromonas aquimarina®®, Psychromonas macro-
136 : 36

cephali®® Psychromonas ossibalaenae®,

(Oceanospirillaceae) 3 . Neptunomonas ja-

ponica, Amphritea japonica®”, Amphritea bal-
enael™) y- Pigmentiphaga litoralis
ISM 0610017
(Burkholderiales) (Alcaligenaceae),
B-

3 EHENRWIREREN L AU
10
160

3.0 WMAMSHEMAMILERR T &

(PLFA) :

32 WMAMBHEMARFHRR G *

BIOLOG
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100 Photobacterium gaetbulicolaGungd7" (GQ260188.1) "\
Vibrio hangzhouensiscn83" (EU082035.1)
Pseudoalteromonas byunsanensisFR1199" (DQ011289.1)
Thalassomonas ganghwensis]JC2041"(AY194066.1)
Psychromonas aquimarina] AMM 0404"(AB304805.1)
Glaciecola arcticaBSs20135"(EU365479.1)
Aestuariibacter halophilusJC2043" (AY207503.1)
Alteromonas litoreaTF-22" (AY428573.1)
Alishewanella aestuariiB11" (EF660759.1)
Alkalimonas collagenimarinaAC40" (AB270706.1|)
Hahella ganghwensisFR1050"(AY676463.1)
Psychrobacter aestuariiSC35" (EU939718.1)
Microbulbifer maritimusTF-17" (AY377986.1)
-Alcanivorax dieseloleiB-5" (AY683537.1)
Dasania marina KOPRI 20902 (AY771747.2)
Marinimicrobium agarilyticumM 18" (AY839870.2)

Reinekea aestuariill MCC4489" (GQ456131.1)

Saccharospirillum aestuariitMCC 4453" (GQ250189.1)
Marinomonas arenicola]CM 15737" (AB467281.1)
Marinobacterium maritimumAR-117 (EU399548.1)
Amphritea japonica]AMM 1866" (AB330881.1)
98 Neptunomonas antarcticaS3-22"(FJ713802.1)
I Sedimenticola selenatireducensAK4OH1" (AF432145.2)
93 Ectothiorhodospiraceae bacteriumSud" (EU837269.1) j
Luteimonas aestuariiB9" (EF660758.1)
Pigmentiphaga litoralis]ISM 061001" (EU583723.1)
99 Desulfobulbus japonicusProl™ (AB110549.2)

99 8|2_|—|:Desulfopila aestuariiMSL86" (AB110542.2)
Geopsychrobacter electrodiphilusA1"(AY187303.2)

I Desulfovibrio portusMSL79" (AB110541.2)
Rhodospirillaceae bacteriumMC2UP-L3"(FJ463255.1) \

99

90 Sphingomonadaceae bacteriumE4A9" (EF623998.1)
99 -Altererythrobacter epoxidivoransJCS350" (DQ304436.1)
100 Novosphingobium pentaromativoransUS6-1" (AF502400.2)
Erythrobacter nanhaisediminisT30" (F1654473.1)
L - Sphingomonas aestuariiK4" (EF660755.1)

Devosia subae7uorisHST3- 14" (AM293857.1)
Anderseniella balticaBA141" (AM712634.1)
I Paracoccus aestuariiB7" (EF660757.1)
79 Jannaschia seohaensisSMK-146T (EU156067.1) >

100 Pseudoruegeria lutimarisHD-43T (FJ374173.1)
Thalassobius aestuariiJC2049T (AY442178.1)
Gaetbulicola byunsanensisSMK-114T (F1467624.1)
Roseivivax lentusS5-5" (F1875966.1)

Yangia pacificaDX5-10" (AJ877265.1)
Ruegeria faecimarisHD-28" (GU057915.1)
Roseovarius nanhaiticusNH52J (FJ403243.1
Leisingera nanhaiensisNH52F" (FJ232451.1)
Roseobacter pelophilusSAM4" (AJ968651.1)

96
72
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Fig. 2 Neighbour - joining tree constructed based on 16S rRNA gene sequence analysis showing the phylogenetic relation-
ships among Proteobacteria strains of marine sediments and their closely related taxa. Numbers at nodes indicate boot-
strap values (> 70%) based on a neighbour - joining analysis of 1 000 resampled datasets. Bar, 2 substitutions per 100
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