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Fig. 1 Four kinds of Chlamys nobilis with different shell colors
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Tab.1 All the primers used in the experiment

EcoR 1 Mse |
E-a 5- CTCGTAGACTGCGTACC -3’ M-a 5’- GACGATGAGTCCTGAG -3°
E-b 3’- CTGACGCATGGTTAA -5’ M-b 3’- TACTCAGGACTCAT -5°
E 5- GACTGCGTACCAATTC -3’ M 5’- GATGAGTCCTGAGTAA -3’
E1l 5- GACTGCGTACCAATTCACC -3° M1 5’- GATGAGTCCTGAGTAACAC -3’
E2 5’- GACTGCGTACCAATTCACT -’3 M2 5’- GATGAGTCCTGAGTAACAG -3’
E3 5’- GACTGCGTACCAATTCACA -3° M3 5’- GATGAGTCCTGAGTAACAA -3°

E4 5°- GACTGCGTACCAATTCACG -3 M4 5’- GATGAGTCCTGAGTAACAT -3’
E5 5°- GACTGCGTACCAATTCAAC -3’ M5 5’- GATGAGTCCTGAGTAACTA -3’
E6 5°- GACTGCGTACCAATTCAAG -3’ M6 5’- GATGAGTCCTGAGTAACTT -3’
E7 5’- GACTGCGTACCAATTCAGC -3’ M7 5’- GATGAGTCCTGAGTAACTG -3’
E8 5°- GACTGCGTACCAATTCAGG -3’ M3 5’- GATGAGTCCTGAGTAACTC -3°

30 min , 65°CMse 3h,8°C 0, 1 s
30 min , 16TC , 65C ,
10 min Popgenel.31 (o] Shannon
1.2.2 >
,94°C 2 min; MEGAA4.1 , UPGMA ,
94°C 30s,56C 30s,72°C 2 min, 23 ;60C SPSS17.0 , ANOVA
30 min, 4°C s 20
, : 1.5uL10xPCR 2 ZXR
Buffer( Mg®"), 1.2 pL dNTPs(2.5 mmol/L), 1.0 uL 2.1 AFLP ¥y¥ 4%
EcoR 1 E (5 pmol/L), 1.0 uL Mse I M
(5 pmol/L), 0.1 pL Taq (5 U/uL), 1.0 pL 64 150=10000p
,9.2ulL dd H,O 94°C 2 min; 94°C 20 s, 10 AFLP ’ 100~
66°C 30s, 72°C 2 min, 1C, 10 1 100 bp 414 ’
56C, 20 , 62 ’
94°C 20's, 56°C 30's, 72°C 2 min; 60C 30 min 352 79.319%-89 47%,
1.2.3 85.02%,
3% 41 ,
, , E3M5
1.3 EEHSLE 27 ( 2 2, EIMS 62
“199’ “0,,, ( 2)
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Tab.2 The amplification results of selected ten pairs AFLP primers

EIM8 E2M1 E2M4 E2M6 E2M 7 E2M8 E3M5 E6MI1 E6M2 E6M3
62 49 31 54 38 29 27 42 34 48 414
52 40 27 44 34 23 24 36 30 42 352
(%) 83.87 81.63 87.10 81.48 89.47 79.31 88.89 85.71 88.23 87.50 85.02
414 , 414,
, 7L ),
27 ) Nei’s(H) 0.307 1~
0.349 4 , , ,
(N,) 1.519 1~1.616 6 Shannon(/)
0.452 5~0.513 9
Shannon(/) ,
> > > ;
Nei’s
> > > ,
H, 03954;H; 03266,Gy, 0.1739,N, 23744
) ,

2 E3M5 4 S , N .
2.3 wIAr T &R FTAR IR AR 6 AR
Fig. 2 The selective amplification results with primer E3MS5 in } *‘f“}iﬁ?\ *ﬁ'

4 populations of the Chlamys nobilis

2.3.1
N - . . - Nei’s « 95 R
b 0.119 4~0.172 0
3 86.04%, ,

67.35%; 10

R3 DOHTAREEELERMILE RERMRESH

Tab.3 Genetic structures of 4 populations of Chlamys nobilis with different shell colors

Shannon
(%) (Na) (Ne) (Hy) )
268 368 72.83 1.8750=%+0.3173 1.5191=20.3302 0.3071=20.1600 0.4607=%0.2152
333 387 86.04 1.9236=+0.2665 1.6166=+0.3346 0.3494=+0.1587 0.5139=+0.2086
313 375 83.47 1.9167=%0.2774 1.5791%0.3236 0.3358=+0.1550 0.4987=%0.2056
231 343 67.35 1.7986=+0.4024 1.5381=20.3588 0.3077=%0.1846 0.452520.2570
352 414 85.02 2.0000=%0.0000 1.6959=+0.2531 0.3954=+0.1023 0.5791=%=0.1180

x4 ONBEAANEREZHEENERER

Tab. 4 Gene diversity and gene flow of four populations

(H) (Hy)
120 0.395 4+0.010 5 0.326 6+0.011 6

(G
0.1739

(V)
2.374 4
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UPGMA 4 2.3.2 (AMOVA)
« 3 )
R , (AMOVA) 4
; ( 6
80.16%, 19.84% Nei’s
(PW) (BB) (0) (AMOVA)
(PBB) >
x5 ERWIBENEHAEMEEESRAAMFMNEES LEY
Tab.5 Nei’s genetic distance and pairwise Fy, among the stocks of Chlamys nobilis
(PBB) (BB) (BW) 0)

(PBB) ook 0.8598 0.8420 0.8458
(BB) 0.1511 oAk 0.8874 0.8490
(PW) 0.1720 0.1194 Ak 0.8820
0) 0.1675 0.1637 0.1255 oAk

( ), ( )
BB
4,—{ PW
— O
PBB
0.08 0.06 0.04 0.02 0.00

3
Fig. 3 Phylogenesis of four kinds of Chlamys nobilis with different shell colors

R 6 MAEKE AMOVA £
Tab. 6 AMOVA analysis of four populations

(df) (SS) (MS) (%)
3 658.9333 219.644 6.4523 19.84 <0.001
116 3024.6667 26.075 26.0747 80.16 <0.001
[13-15]
3 ‘Iﬂ'ﬁ’_\. [15-16]
3 O cELETHILENHEARES ; ;
BT 4
[11] F1 |
s 46%, s
24.7%, AFLP
AFLP ’ ’
85.02%( 2 3), ’
H, 03954( 4), N v
| o 32 WA A GEIA IS UAB R A S
, , ok 5 H5
, 75 SSR
3
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Abstract: We analyzed the genetic diversity of the four shell color F; populations of Chlamys nobilis in the selected strains
(30 individuals for each shell color, a total of 120 individuals), with 10 pairs of AFLP selective amplified primers. Four
hundred and fourteen locus were amplified, of which there were 352 polymorphic locus, accounting for 85.02%. The pro-
portions of Purple-Bordeaux-Brown, Bordeaux-Brown, Purple-White to Orange and polymorphic loci are 72.83%, 86.04%,
83.47% and 67.35%, respectively. The Nei's gene diversities (H) are 0.3071, 0.3494, 0.3358 and 0.3077, respectively, and
the Shannons information indexes (/) are 0.4607, 0.5139, 0.4987 and 0.4525, respectively. The average coefficient genetic
differentiation (G) between four groups is 0.1739, the genetic heterozygosity (H,) is 0.3954, and the variation range of ge-
netic distance (D) is between 0.1194 and 0.1720. The cluster analysis showed that the genetic relationship between four shell
color selection strains from near to distant is Purple-White, Bordeaux-Brown, Orange and Purple-Bordeaux-Brown. This
research showed that the four shell color selection strains have high genetic diversity, and there exists a genetic differentia-
tion between them, indicating that there is a large potential for continuing selection breeding.
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