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liver of L. crocea (pH 3.5~10)
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Comparative analysis of 2-DE maps between control group (above left) and vaccine protection group (above right) in the
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Fig. 2 Comparative analysis of partial 2-DE maps in the liver of L. crocea (The arrows show the different spots, left as the
control group and right as the vaccine protection group)
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Tab.1 Results obtained from the search of different spots PMF in the liver of L. crocea

/ /kDa 1%
1 11 042138 (EC3.4.24.1) 6.14 69.5 19.0
2 6 Q9DD48 6.50 46.4 16.5
3 10 Q772U28 5.01 359 27.2
4 7 Q802V2 4.40 39.1 30.4
5 8 Q90XF8 B(EC 5.3.1.1) 7.61 26.5 39.3
6 5 Q9DGF2 / 39.1
8 4 Q7LZQ1 C(EC 3.2.1.17) 8.77 14.7 38.2
9 5 Q6TNV4 TCP1 5.22 59.3 16.1
10 14 QS8JFF3 il 6.12 48.9 23.7
11 4 Q8AYK9 fit ZPC3 6.36 40.6 20.9
12 12 Q9PVE4 B 6.49 44.3 321
13 5 QIIAY7 fiy 6.95 36.7 252
14 6 Q7ZVX2 7.98 35.2 23.9
15 8 Q8JIP6 5.68 32.7 31.5
16 5 Q90270 6.42 30.0 25
18 4 Q8AXII1 44.1
19 4 P60043 A2 7.53 13.2 30.3
20 6 P81458 A2 RVV-VD(EC 3.1.1.4) 8.19 13.6 35.5
A B CA BC ABZ C AB C
66kD — 20 , MALDI-TOF-MS
45kD — & (PMF) ,
35kD — — 18
, 2
25kD — , 13 ( 36.7 kDa),
18KD — 4 18 :
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Fig. 3 Western blot analysis of some different spots (Paralichthys olivaceus)
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Identification of immunoprotection proteins in the liver tissue
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Abstract: This study investigated the functional proteins associated with immune protection in the liver of
Larimichthys crocea using the comparative proteomic approach. A total of 20 different spots were identified be-
tween the vaccine protection group and the control group. These different spots were analyzed by peptide mass fin-
gerprinting through MALDI-TOF-MS. They were found to be highly homologous with proteins such as im-
mune-type receptor and novel antigen receptor among the identified peptides of 18 different spots, of which four
protein spots (1, 10, 14, and 18) were further verified by western blotting. The results showed that they could be
combined with specific antibodies, and the variation amplitudes were consistent with the results of proteomic
analysis. Therefore, the identified peptides of the 18 different spots, such as the immune-type receptor, might be
closely associated with the immune protection of L. crocea. Overall, the results of this study had laid a good foun-

dation for understanding the mechanism of immune protection in L. crocea.
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