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18S rDNA RFLP of the clones from algae samples in Nansha Islands
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Tab.1 Sequence analysis of the 18S rDNA clone of micro, picoplankton from Nansha oceanic region
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S ii’f m’i *;’E HAE (bp) BT xm
D BEBME%) Genbank H(% 8
NSD15002 1 557 8~557 92 Eukaryote clone OL111023 (AJ402335)
NSD15003 1 613 8~613 94 Eukaryote clone OLI11009 (AJ402348)
NSD15004 1 518 102~518 99 Uncultured marine alveolate Group 11
DH147-EKD20( AF290075)
NSD15020 1 671 8~617 98 Eukaryote clone OLI11511 (AJ402343)
NSB15103 2 661 103~640 91 Uncultured marine alveolate Group II
DH147-EKD3( AF290069)
38~41 95
NSD15149 2 661 121~398 98 Uncultured eukaryote isolate
460~659 93 C1-E045(AY046642)
NSD15152 1 621 103~621 95 Uncultured marine alveolate Group II ik g
DH147-EKD16(AF290071) ik
5~84 96 Eukaryote clone OL111001(AJ402327)
NSD15153 3 594 115~594 94 )
NSA1S161 2 666 29~571 96  Uncultured eukaryote isolate C1-E045(AY046642)
NSD15166 1 642 4~642 98 Eukaryote marine clone ME1-20( AF363189)
NSA15166 2 588 8—~588 94 Eukaryote clone OLI11023(AJ402335)
NSD15168 1 610 8—~610 97 Unidentified prymnesiophyte clone
OLIS1102(AF107092)
29~-81 96
NSD15172 1 599 119~428 92 Peridinium umbonatum strain UTEX LB
455~595 97 2255(AF274271)
NSD15005 1 517 8517 94 Gymnodinium cf. mikimotoi{ AF009216)
NSD15157 1 577 8§~—174 95 Oxytricha longa( AF508763) (81
225~577 92
NSD15161 2 597 25~597 97 Favella ehrenbergii clone Fehr99ssu-4( AF399162)
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Abstract

Genetic libraries of 18S rRNA genes of eukaryotic micro and picoplankton from Nansha Islands were constructed by the
molecular biological method in the paper. The genetic diversity of the libraries was screened by restriction fragment length
polymorphism analysis and genetic sequencing. The results revealed the remarkable genetic diversity of eukaryotic micro and

picoplankton from Nansha Islands, and there are an abundance of uncultured, unknown species in this oceanic region.
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