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Establishment of two-dimensional electrophoresis system and
analysis of two-dimensional electrophoresis map for gonad
and muscle of scallop Patinopecten yessoensis
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Abstract: The carrier ampholytes pH gradient two-dimensional electrophoresis for proteins of gonad and muscle
tissues of scallop Patinopecten yessoensis was established and optimized. The protein expression of gonad and
muscle tissues was investigated by the established two-dimensional electrophoresis system with computer image
analysis software. The total proteins of gonad and muscle were extracted with method of ultrasonication-acetone
sedimentate-50 mmol/L Tris-HCl (pH 6.8), and separated by 1000 volt 3-hour isoelectrofocusing and 12%
SDS-PAGE. The maps of two-dimensional electrophoresis of gonad and muscle proteins were analyzed by
PDQuest8.0 image analysis software. Results showed that gonad and muscle proteins were distributed mainly in pH
range of 5~7 and molecular weight range of 97~20.1 ku. In pH 5~8, gonad and muscle proteins contained 265 and
161 protein spots, respectively. The results suggested that there is a significant tissue specific difference at protein
level between gonad and muscle of scallop P. yessoensis, which might be useful for further proteomics and

functional genomics studies on scallop P. yessoensis.
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