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Fig. 2 A phylogenetic tree of dpp-homologs constructed through the Neighbor-Joining method. The bootstrap values were

calculated from 1000 replicates
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Abstract: Dpp is an important member of the transforming growth factor (TGF) p family, which acts as a
morphogen in many animals. It was revealed that dpp gene was involved in the shell formation of mollusks. The
Pacific oyster (Crassostrea gigas) is a world-wide economic bivalve species, and is a potential model organism of
bivalves. In this work, we cloned a dpp-homolog from C. gigas (cgdpp), which exhibited typical characteristics of
TGF-B members. The expression pattern of cgdpp was investigated in the early development of C. gigas using
whole mount in sifu hybridization. The results indicated that cgdpp might participate in cell motility and
differentiation during development of the shell field. In trochophore, the cgdpp might regulate the shape and
extension of the shell. Only trace mount of cgdpp was detected in the early D-veliger, suggesting that the cgdpp is
not involved in the later development of shells since D-veliger. In addition, different from previous report, our
results did not support the involvement of cgdpp in the formation of the shell hinge. Our studies demonstrated the

roles of cgdpp in the shell formation of C. gigas, which would help to reveal the mechanism of shell formation.
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