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Fig. 1 Topology of the LIM domain
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The green arrows in the figure represent f-sheets, and the blue

cylinders represent short o-helices. The marked amino acid
residues in the figure are zinc ion binding sites
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Hempel"* 25 BF 57 7 AF Y1 JK it (Xenopus  laevis)
cripl . crip2 Fl crip3 3 > 3EH BT 25 R ki, K
X3 ANEEHEBERTE . RS DU IR P ERIA (A 2); 1
A1, cripl TE X B WP #0 22755 s 298 vh 3K, crip2
O RG KA 2288 Th 3R38, crip3 162
TR ERRIK . BIR cripl . crip2 Fl crip3 FeikH
PRSI 22 5, (HENEMG LT 2 # k%
— VB . Tong!" 4% NJ& CRIP 3£ H 7 75 i Fa FF 2k
Hrp g EJR L exc9 HEATIRAE, 508 T BCHR A
AR
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Fig. 2 Schematic representation of X. tropicalis Cripl,
Crip2 and Crip3 protein domains!'*!

Cripl 2% 14~ LIM 38, i Crip2 I Crip3 &84 4~ LIM 45
FB(LIM-1 1 LIM-2); £0(53%7R LIM S5 H 5, 1 98 60 5 HE 43
B R LIM1 FI LIM2 PSR, LR SRR B B T 45 60 A

Cripl contains one LIM domain, while Crip2 and Crip3 have two
(LIM-1 and LIM-2) each. The red box indicates the LIM domain,

while the two orange boxes indicate the LIM1 and LIM2 domains,
and the black line indicates the zinc ion binding site
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(Ceriodaphnia quadrangula)™', CRIP FE[F 3R ikiE &
(AR AT 2 R IR 4 R 0 e kA A D R g 7™
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M o A A 18 P 53] 53 A A BB AR A R B B 1) 2
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T 3.54%, 1AE D AYLh A AE L U Bz R R SRk
HRAL, HENHATEES 5N D B4 d R 72 T4 ik
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Abstract: Cysteine-rich intestinal protein (CRIP) is a small molecule protein containing a double zinc finger struc-

ture. CRIP has been proven to play an important role in zinc ion transport, development, immune defense and tu-

morigenesis. This min-review primarily focuses on the research progress on development and immune response of

CRIP. It also suggests a further study on the mode of CRIP action in development and immunity.
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