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SCEH B 1 AN B SRR R o
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F, 5 ARY R A X T AT A R
PRSI TIFHIARBL . 3 IFER X &
JABITF (2 689 bp) KA pdy( GT)
X35k 4350 18 bp A1 20 bp. 1% GT
FPHEARSN T T ZDNARI S . A
FIEL ) rDNA S HE 15T 4 DR s B
fr B IRAEAE GT X .
coxalis 55 rDNA 2 589 bp H I &
5, HA 120 bp FRX N 469 bp
MFEX . AFEFEZI 58 rDNA T
FILLE RS | FEBN— B0 R I i
M2 A& 1), Bazotti HEMNE AL H
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M EN H2B, H2A, H3, H4 K 5
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P TGN A I TR 1% HE R R A A AN B
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B NGB Ate nia flanciscana
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HEW 5 S Qe B Bt A o0 L FF Al T
12 DNA W BESEER) lac Z 53
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Atte nia salina mtDNA J BF4) s K
I NADH & J5 52 59 ( NDI) A
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SCARE AN R A 0TI
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