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Tab.1 Sequence of arbitrary primers wsed in the present Tab.2 Results of the DNA extraction of 7 mangroves
study M2 A Awe Al Awo  13E(ug/g .FG)
g1 751 1415 741 FEEE 1201 6.40 1.880 121
OPG05 CTGAGACGGA S48 GTGTGCCCCA e 125 6.95 1.797 125
OPG08 TCACGTCCAC S58 GAGAGCCAAC TS 10.4 6.20 1.677 104
OPGl5 ACTGGGACTC  S68 TGGACCGGTG Bom 11.2 6.90 1.623 112
OPGI8 GGCTCATGTG  S78 TGAGTGGGTG p NI 13.9 8.58 1.620 139
OPHOl GGTCGGAGAA  S88 TCACGTCCAC W 125 7.52 1.666 125
OPH03 AGACGTCCAC  S98 GGCTCATGTG RIEE 118 6.76 1.744 118
OPHI1 CTTCCGCAGT  S108 GAAACACCCC
OPHI9 CTGACCAGCC  SI18 GAATCGGCCA 2.2 TR RAPD ¥ HE & A BT
OPA02 TGCCGAGCTG  S128 GGGATATCGG M 30 AN 10 EEEFIEBENLE T ik 15 ANk
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S38  AGGTGACCGT _ S198 CTGGCGAACT 3 BAEYSIMERBRZE T MAMEN D PCRY

7 FRLIAREY) DNA R BRI 8 SMBBCI 2 {8
Aol A 20 LK 2 ,KHE*E&%HQ R I 25 S 1.

~—23kb

~—2.2kb

1 7 RS DNA VIR I B
L. FVESE 2 WM 3. CHHES 4. Bl 5. ARBE 6. 3%
7. SR , M9 ADNA / Hind 1B} T AR
Fig.1 DNA electrophoresis examination of 7 mangrove species
1. Aicennia natina ,2. /’egicems comiculatum,3 . Sonnemtia ap?t/zla ,
4. Kandelia candel, 5. Bruguier agymmorthiza, 6.B. sexangula, 7.B.
sexangula var. shynchopetala . M: ADNA / Hind III')
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Tab.3 Amplification of 15 effective primers on 7 species of

mangroves in Fyjian

GIE7/ RS ¥ 51 s 2Et 2EMS
th( %)
OPGO5 CTGAGACGGA 49 42 85 .71
OPGI5  ACTGGGACTC 43 39 90 .70
OPHOl  GGTCGGAGAA 35 30 85 .71
OPHI9  CTGACCAGCC 51 48 94 11
OPA02  TGCCGAGCTG 54 46 85.19
OPAI9  CAAACGTCGG 49 44 89 .80
S08 GTCCACACGG 38 32 84 .21
S58 GAGAGCCAAC 43 37 86 .05
S68 TGGACCGGTG 38 30 78 .95
S78 TGAGTGGGTG 36 30 83 .33
S88 TCACGTCCAC 39 32 82 .05
S168 TTTGCCCGGT 42 36 85 .71
S178 TGCCCAGCCT 41 35 85.37
S188 TTCAGGGTGG 36 28 77.78
S198 CTGGCGAACT 36 26 72 .22
pEN7 630 535
S 42 35.67 84.93
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Fig.2  Genomic DNA fingerprints of 7 species in mangroves

L. Aucennia mirina , 2. Agicems comiculatum, 3 . Sonrermtia apetala , 4. Kandelia candel, S . Bruguier

gymorhiza 6. B . sexangula 7. B .sexangula var. hynchoyetala , M: ADNA EcoR I / Hind III
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Tab.4 Similarity matrit and genetic distance of 7 species of mangroves in Fugong based on Nei s estimate of si milarity and ge
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netic distance
Tl Sf=g:] Al 4635 To g 5% ot p N 3% Gt
Avicennia Aegiceras Sonneratia Kandelia Bruguiera B. B ‘sexangula var.
marina corniculatum apetala condel gqymnorrhiza sexangula rhynchopetala
Sk 0 0.42 0.4 0.22 0.33 0.35 0.41
Al 24 4% 0.58 0 0.33 0.31 0.17 0.17 0.14
TG i 5% 0.6 0.67 0 0.13 0.19 0.09 0.14
i 0.78 0.69 0.87 0 0.62 0.61 0.52
AM 0.67 0.83 0 .81 0.38 0 0.7 0.64
3% 0.65 0.83 0.91 0.39 0.3 0 0.82
it S 0.59 0.84 0.86 0.48 0.34 0.18 0
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Fig.3  DNA molecular dendrogram of 7 mangrove species
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Fig.4  Delimit of genetic distance in mangroves

B SRR B A R DA AR A Bl
BRGNP R ORI — . —
FIFRAEER | B 2> LK O3 | 2 2R ) it
8 N, BRI B IR . Gottlieb XJ 28 FiHEY)
HISES % 22 S EREAT THFSY , BB P Rk v 3ot
FEPE BAHE PIME < 0.1, FhialasfE R 0 B
SPYMEAE 0.4~0.1 ZIH(E 4) . FEARTFH EEIE
HL 7 Fher Ay, e P AR DR | B JE
KA IE A IR BN IR v M bRt . W3 BT
FIHT, BN EE : (1) 1B RAPD S ThRICH:
R, WA IR0 R (G AR EAT A 28, e
RG89 Moy S8 T — B0, IR 45 5 2) R340
PAEDAS RIRE JE Bl p s & BE 2RI KR 4550
I e R S B AW 1= K G B R

0~0.1 ZIHH, RWEEAIRTT B R — AR AR
FEEMCR  IBEFE L 0.1 ~ 0.4 Z AN KIHEAT]
IRATREE [ — AN B IR R X R BifL ST
0.4~ 0.6 ZIAH R EAMRTTHEZ [F—FHA R
JERIR AR WL BAE > 0.6 I, R EN R AT AEZ
ANFEFLZHFIRER ; MR X — g R IHA R L0
), ] BB LB AME BAFAE | I TFHAES G A
= IMPAGAIE ARTEFRAT T ST [ X Le 20 A P 1
WAL SRR R L JEARBL DL E R 2R
FESELH
1M WS, hEOMMESR . dbat Bl 1997, 1~
2 K L ZDBEAR L dbaT g R 1984, 1 ~
30 RESE. ARG TAMY . AUt RASEHEE HRAL
1997. 170 ~ 232

Marine Sciences/ Vol .25, No.8/2001 45



Wk REPORIS

MOLECULAR PHYLOGENY OF SEVEN SPECIES OF
MANGROVES IN JIULONG RIVER IN FUJIAN

ZHOU Harrtao  LIN Peng  SUN Sheng
( School of Li f Sciences , Xianen Uniwewsity 361005)

Received : Sep.26,2000
Key Words: Mingroves, RAPD, Mlecular classification

Abstract

DNAs from 7 species of mangroves were extracted by the CTAB method. A 260/ A 250 value of DNA sdlutions ranged from
1.6 to 2.0 and the length of DNA fragment was about 23 kb. RAPD analysises on genetic divemsity of mangroves were
conducted. 15 effective primers were screened from 30 10-dligonucleotide arbitrary primers, and a total of 630 DNA bands
were amplified, among which 535 (84.92 %) were polymorphic . Based on UPGA cluster analysis on DNA bands a mplified
by the 15 primers, a DNA molecular dendrogram was established. Astandard deli mit of genetic distance in mangroves was
also established, and compared to the conventional classification, the molecular classification of mangroves was accurate .
All results from the analyses of molecular phylogeny could be valuable to the projects of plant introduction, ecological
restoration and conservation in mangroves . (AR SCHm TR BB



