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Abstract: 50 pairs of primers were designed successfully by using 132 candidates of SSR loci sequences which
were identified from 3000 single copy sequences of Tegillarca granosa. It was revealed from the investigation of
polymorphism that 24 SSR loci were polymorphic. The number of alleles of the 24 EST-SSR loci varied from 2 to 6,
and the mean value is about 3.5. The range of the observed heterozygosity, the expected heterozygosity and the po-
lymorphic information content was 0.000 to 0.591, 0.045 to 0.727 and 0.043 to 0.696, respectively. There are 9 high
polymorphic SSR locus, 4 moderate polymorphic SSR locus, and 11 high polymorphism SSR locus. 17 SSR locus

are significant deviations from Hardy-Weinberg equilibrium after Bonferroni correction.
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