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2-D gel electrophoresis images of muscle proteins of 7. granosa from Yangjiang and Yueqing
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Fig.2 Enlarged portion at the variance point on 2-D gel electrophoresis image of muscle proteins of 7. granosa from two locations
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THE PROTEOMICS OF TEGILLARCA GRANOSA LINNAEUS

LI Tai-Wu, ZHAN Kun, SU Xiu-Rong

(Key Laboratory of Applied Technology of Marine Biology, Ministry of Education, Faculty of Life Science and Biotechnology,
Ningbo University, Ningbo, 315211)

Abstract

Yangjiang of Guangdong Province and Yueqing of Zhejiang Province, was studied. The results show that the total amount

Two-dimensional gel electrophoresis (2-DE) of proteins in muscle tissue of Tegillarca granosa, sampled in

of protein in two granosa was 674225 and 746234, respectively, the average matching rate was 78.6%. Analysis with
software recognized 26 different proteins, of which 3 appeared in Yangjiang, and 5 in Yueqing, exclusively; 6 were higher
expressed in Yangjiang, and 12 were in Yueqing. Afterwards, 6 typical proteins (P1—P6) were chosen to run a
MALDI-TOF-MS, and were recognized as actin 1, unnamed protein product (KRAB), actin, hypothetical protein
LOC768032, a kinase (PRKA) anchor protein 9, and enolase, respectively. Among them, 4 proteins (P1, P3, P5, P6) with
high expression in Yueqing sample were confirmed closely related to meat quality of the mollusc. Specifically, P1 and P3
proteins can influence the gelatin characteristic in heating, and decide the meat quality, physical appearance, and yield in a
certain degree; PS5 protein can alter protein in phosphoric acidification, and enhance protein solubility and stability; P6
protein plays a key role in regulating the glucose metabolism in mollusc; while the function of P2 and P4 protein remains
unclear due to less available information. In overall, this study in proteome shows that the food quality of Yueqing was
better than that of Yangjiang.
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