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EFFECTS OF SNAIL BELLAMYA AERUGINOSA BIOTURBATION ON MICROBIAL
COMMUNITY IN THE SEDIMENT OF ALGAL BLOOM WATER

SUN Fang, ZHENG Zhong-Ming,

LU Kai-Hong,

ZHAI Hai-Jia, SHAO Lu-Lu

(Key Laboratory of Applied Marine Biotechnology, Ministry of Education, School of Marine Sciences,
Ningbo University, Ningbo, 315211)

Abstract

Phospholipid fatty acids (PLFASs) were applied to determine changes in microbial community structures af-

fected by the bioturbation of Bellamya aeruginosa. The results showed that the total biomass of PLFAs had a distinguished
increase in treatments contained snails comparing with the control group. Furthermore, it was highly related to the content
of TOC, r = 0.541 (P<0.05). The ratio of bacteria/fungus changed remarkably during the experiment, the ratio of bacte-
ria/fungus in mid-density treatment is significantly higher than the other treatments (P<0.05), indicating that bacteria grew

more quickly than fungus and the bacteria biomass increased significantly in Mid-density condition. Principle components
analysis (PCA) of PLFAs profiles demonstrated that the microbial community structures were similar in low and high den-
sity treatments and the control, and no obvious changes were observed; while in Mid-density treatments (196ind/m?), mi-

crobial community structures had varied apparently.
Key words Phospholipid fatty acids (PLFAs),

Sediment,

Microbial community structure, Biomarkers



