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CLONGING AND THE EXPRESSION ANALYSIS OF CYP19A GENE cDNA DURING
THE REPRODUCTIVE CYCLE OF SEBASTES SCHLEGELI

YANG Yan-Ping, WEN Hai-Shen, SHI Dan, MU Wei-Jie, HE Feng, LI Ji-Fang
(Key Laboratory of Mariculture, Ministry of Education, Ocean University of China, Qingdao, 266003)

Abstract Using nested RT-PCR technology, we cloned brain cytochrome P450 aromatase (P450aromB) gene (CYP19B)
cDNA fragment of the major functional areas of black rockfish (Sebastes schlegeli). The mRNA expression was examined
in the gonads of male and female black rockfish (S. schlegeli) at different stages of gonadal development. The cloned
cDNA function sequence with an open reading frame of 1109 nucleotides encoded 495 predicted amino acid residues,
cross-domain gene family characteristics of the three regions, including the I-helix, Ozol’s peptide region, and some aro-
matic region. In addition, the sites of 1133, E302, P308, D309, T310, R435, C437 which consistent with human aromatase
gene play an important role on the activity. RT-PCR analysis showed that the CYP19B was expressed in gonads and brain
of male and female, but it was more abundant in the brain than in the gonads. The results showed that periodic expression
of CYP19B in the early reproductive gonads is more abundant, and there is no expression at stage . In the stage , the
relative expression level of CYP19B in brain is the highest. In the stage , the relative expression level was the lowest. The
study indicates that, CYP19B may play an important physiological role in both female and male black rockfish reproductive.

Key words Sebastes schlegeli, P450aromB, Clone, mRNA expression



