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Fig.1 Female linkage maps of T. granosa
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CONSTRUCTION OF GENETIC LINKAGE MAP OF TEGILLARCA
GRANOSA LINNAEUS
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ZHANG Jiong-Ming" %, FANG Jun"?

SHAO Yan-Qing" 2,
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Abstract

Based on segregation of amplified fragment length polymorphism (AFLP) markers, the first genetic linkage

map of Tegillarca granosa Linnaeus was constructed using the “two-way pseudo-testcross” strategy. A segregation popula-

tion (F;) including 109 progenies (full-sib family) from the cross between two wild populations of T. granosa from Jiangsu

and Yueqing was obtained. The parents and the F, progeny were used as the segregation population. A set of 66-pair primer

combination were used to analyze the parents and the 109 progenies of the mapping family. A total of 638 segregation sites

were identified. Among them, 494 (235 for female and 259 for male) fitted in the expected 1 : 1 Mendelian segregation

ratio and 59 fitted in a 3 : 1 Mendelian ration. The female linkage maps included 21 linkage groups, spanning 1737.8cM

with the average marker density of 8.12cM, and the observed coverage was 83.1%. The male linkage maps included 20

linkage groups, spanning 1388.2cM with the average marker density of 5.81cM, and the observed coverage was 84.7%.

Key words Tegillarca granosa,

AFLP, Genetic linkage map,

Double pseudo-testcross strategy



