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61 TGTGTCACCTTTACCACCAAACATCCAAGE:gkTGAACTTCACAGTGGAAGAGATCCGGG
1 M VNFTVETETIRE
121 AGTTGATGGACAAGAAGAAGAACATCCGGAATATGTCCGTGATTGCCCATGTCGACCATG
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THE FULL LENGTH cDNA CLONING AND EXPRESSION OF ELONGATION FACTOR
2 FROM THE CHINESE MITTEN CRAB ERIOCHEIR SINENSIS

GUO Zi-Hao, YANG Zhi-Gang, LIU Zhi-Wei, JI Lian-Yuan, QUE You-Qing,
YANG Xiao-Zhen, CHENG Yong-Xu

(Fisheries and Life Science College of Shanghai Ocean University, Key laboratory of Freshwater Aquatic Genetic
Resources Ministry of Agriculture, Shanghai, 201306)

Abstract In this study, we cloned EF-2 gene from Eriocheir sinensis using reverse transcriptase polymerase chain
reaction (RT-PCR) and rapid-amplification of cDNA ends (RACE), the full-length cDNA sequence of EF-2 was 2752bp
which coded 846 amino acid residues. Comparation results which was used by BLASTX software showed that the nucleo-
tide homology of EF-2 was 88% similar to Libinia emarginata’s and amino acid homology of EF-2 was higher than 90%
similar to others’ crustaceans. The phylogenetic analysis based on amino acid sequence showed that EF-2 had highest
similarity with EF-2 of L. emarginata and clustered with other crustaceans. The expression of EF-2 gene in different tissues
and stage of normal mature crab were analyzed by real-time fluorescent quantitative PCR. The result showed that EF-2
mRNA was mainly detected in muscle and small amount in testis, hepatopancreas and trace in heart, ovary, stomach, intes-
tine and gill. We examined the expression of the EF-2 in hepatopancreas, gills and muscles in different developmental
status of crablet, precocious crab and normal mature crab; and also examined the expression of EF-2 in hepatopancreas and
gills in crablet which were exposed to different pH, the results showed that pH stress can induce the expression of EF-2.
Key words Eriocheir sinensis, EF-2, Gene, Cloning, Expression



