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3 : (Solen grandis) 665
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1 AATAGGAAATATTTTGTCTTGCTGCGTCAGTGAACGTACGGGCAAATTTTCCACCGCTTT
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ATGACAGCCACAGACCTCGCCAGACTTCCATGGAGAGAGTGAAGCTGCAATCAACAAG
QI NMEPLryasPgvyaswarrroD

CAGATAAMCATGGAGCTGTACGCCAGCTACGTCTACCAATCGATGGCGTTCTTCTTCOAC
RDDIALEKGTPEFAKTPFTFEKESSDH
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CGAGAACACGCTGAAAAGTTCATGAAGTACCAGAACAAGAGAGGTGGACGAATCGTTCTT
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GAGGCCATCAAGGACCTCAACGACCGCATCACCAACCTGGAGCGTGTCGGACCTGGTCTT
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CAGACCCCAGTGTATATTGCACTGTGTAGACTTTCAGTTAGTAATACATCTAAAAAAAAC
TCTGTGAAATCCATCAGTTTTTAATTATTTTTTTTTTAGTGATAATAGAATCTTATGTGA

TATGGGTCTTGGCACATGAAAAACCTAGAAAAAAAAATAAAAAAAAAGAGCAAAAAAAAA

AAAAAAAA
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Crassostrea gigas - - - - - - — — - MAESQC Y| H (ool RQI L /B Y o] S A NEY PGFS 51
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Abstract

In this study, the full length cDNA of a ferritin gene from Solen grandis (designed as SgFer) was cloned, and

it was 848bp and consisted of a 5" untranslated region (UTR) of 111bp, a 3' UTR of 212bp and an open reading frame (ORF)

of 525bp encoding a polypeptide of 174 amino acids with an estimated molecular mass of 20.2kDa and isoelectric point of

5.20. The tissue and temporal expression of SgFer after microorganism glycan challenge was recorded by real-time PCR.

SgFer transcript could be detected in all examined tissues with the highest expression level in hepatopancreas. The mRNA

expression of SgFer was up-regulated after PGN or glucan stimulation, and reached peak at 6h and 12h post-challenge,

respectively. No significant changes were observed after LPS stimulation. SgFer might be involved in elimination of mi-

croorganism glycan.

Key words Solen grandis; Ferritin; Gene cloning;

Real-time PCR



