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GAGCCGTGCAAGGCAACGAGCAAATATCAAGATTTCATGAGGAAAATGACACCCACCTTC

EPCKATSI KYQDFMRIKMTZ®PTF

TCTCCAGCGAAAAATGTTGCAGAAGGTAGGGCAAAGGAACAGCCCGAAGGTTACTCAGAG

S PAKNVAEGRAIKEU QPETGYSE

CAAGTGGA%FC%;GTATTCTQ%G%;TGAGAAGCGGAAGTTTAGAACTGAAAAGTTCAAAT
S S

Q V. D G I L LRSGSULETLTZ KSSN

GTAGATAAAGGGACACATTTCGTGGACAAAACACCAGTGCAGTGTTCAGATGCATACGAA

vVDKGTHTFVDKTU®PVQCSTDAYE

AATAATCATGAAAATGATTTACAGACTAAGTTAGGAAAACTTAGCATCGAAGATGACATT

NNHENDLAG QTI KTLGIZ KTLSTETDTDI

GAGGATGAAGGTCATTCATCAATGAGTTTAAAATCTTTGGATCTGGAGAGTTTGAACTCT

EDEGHSSMSULIKSTLDTLESTLNS

GAGCAATCTACACAAGAGTCCGAGGAAATTGAAGTGGATTTATATGAACAAGATGATGAT

EQSTQESEETIEVDLYETSGQDTDTD

GGTGACACAATTTTACATGTTGCCATCATAAGTCTTTTCACTGAAATAGCCAAGACATTG

GDTTITULHVATITSULFTETIAIKTL

ATTGAACTTGCCACTGACGTGAAATGTCTTATCATACAGAATTGCCTGCACCAGTCACCA

I' ELATDVEK CLTITIQNTCLHA QS SP

TTGCACCTGGCTGTGCTTACAGGACAAGTTGATGTGGTTCGAGCACTTATTGCAAAAGGG

LHLAVLTGQVDVVRALTIATZKS®G

GTGGATGTTACACTTAGAGATAAACAGGGGAACACCCCTTTGCATATTGCATGCCGGAAA

vDVTLRDI KA QGNTPLHTIATCTRK

GGGGACCGAGATGCTGTACAGATGATTGTGCAGTCATTTGGAAATGACACTACAAAACGT

GDRDAVQMTIVAQSFSGNDTT KR

GCCAAATATTTCTCAGTGAAAAACTGTGAAGGACTTACATGCCTACACGTGGCTGCTTTA

AAKYFSVKNCESGLTU CLUHVYVAATL

CACAAGGAATTTATCATTCTGGGACATTTGTTTGCTAAGGGTGCAGATGTTAACATGGGG

HKEFTITITULGHLTFAIKTGADVNMG G

1022 GATGCTAAAAGTGGAAGAACTCTTTTACATTGTGCTGTTGAAAGAAAAGACTTAGAAACT

301

DAKSGRTLTLUHCAVETRTI KTDTLET

1082 GTGTCCCTGTTGCTTACACACTCAGACATTGATATTGACTGTAAAACATTCAAAGGTGAA

321

vSLLLTHSTDTIDTIDT CI KTTFTZKTGE

1142 ACACCGCTGGTTTTAGCATACTGGAGAAATTATCAGGACATTGTTAAAAGGCTGAAGGCT

341

T PLVLAYWRNY®QDTIVIKT RTLIKA

1202 AAGGGAGCTTATTTTAGCTATGACGTTGTAGAAAATTCAGATGACGAAAGTTAA 1255
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Fig.2 The phylogenetic tree constructed by the amino acid sequence of CslkB and IkBs from other species

: Drosophila melanogaster (AAA85908); Haliotis diversicolor (AHM27300); Haliotis rufescens

(AGZ03662); Meretrix meretrix (ADK74377); Pinctada fucata (ACF93446); Aplysia californica (XP_005111546); Ruditapes philippinarum

(AEB92230); Crassostrea gigas (ADX06856); Argopecten irradians (ACZ34178); Mytilus galloprovincialis (AHI17300); Homo sapiens IkBa,

IkBB, IkBe (NP_065390, AAH15528, AAC51216); Mus musculus 1kBa, IkBf, IxkBe (AAH46754, AAH21938, AAH30923); Rattus norvegicus
IxBa, IkBp (Q63746, AAH85729); Neolamprologus brichardi (XP_006792655); Cyclina sinensis (KP067202)
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Fig.3 The distribution of CslkB expression in different tissues
of C. sinensis
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Fig.4 The temporal expression of CsIkB in hemocytes after V.

anguillarum stimulation
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CLONING OF IxB GENE FROM CYCLINA SINENSIS AND THE
EXPRESSION ANALYSIS UNDER VIBRIO ANGUILLARUM STIMULATION

WEI Xing, ZHANG Hai-Jing, PAN Bao-Ping
(College of Life Sciences, Tianjin Key Laboratory of Animal and Plant Resistance, Tianjin Normal University, Tianjin 300387, China)

Abstract Using clam Cyclina sinensis transcriptome library information, we designed primers then cloned the cDNA
sequence of C. sinensis IkB (CsIkB), a key signal molecule in the TLRs signaling pathway. The cDNA possessed an ORF
of 1134 bp coding for a protein of 377 amino acids with the predicted molecular weight of 41.79 kDa. CsIkB protein has
the typical structural features with IkB family members, including the C-terminal six ankyrin repeats (ankyrin repeat,
ANK), N-terminal DS4GILS4 degradation motif and a C-terminal casein kinase II phosphate sites (S;73DDES;77).
BLASTX and phylogenetic analysis revealed that CslkB is a member of IxB family. Further by using real-time PCR
technique to detect the mRNA expression of CsIkB in various tissues and its temporal expression in specific tissue
challenged with Vibrio anguillarum. The results showed that CsIkB is generally expressed in all the examined tissues with
the highest expression level in hemolymph. The expression of CslkB in hemolymph injected with V. anguillarum increased
significantly at 3h and peaked at 6h, indicating that CsIkB involved in the non-specific immune response.

Key words Cyclina sinensis; CslkB; Vibrio anguillarum; TLRs signaling pathway; real-time PCR



