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DEVELOPMENT OF TURBOT SCOPHTHALMUS MAXIMUS SEED INDUSTRY AND
APPLICATION OF ADVANCED TECHNOLOGY

MA Ai—Junl’ 2, WANG Xin-Anl’ 2

(1. Yellow Sea Fisheries Research Institute, Chinese Academy of Fishery Sciences; Key Laboratory of Sustainable Development of
Marine Fisheries, Ministry of Agriculture; Qingdao Key Laboratory for Marine Fish Breeding and Biotechnology, Qingdao
266071, China; 2. Laboratory for Marine Biology and Biotechnology, Qingdao National Laboratory for Marine Science and

Technology, Qingdao 266071, China)

Abstract Turbot Scophthalmus maximus (L.) is an important commercial flatfish inhabiting European waters naturally,
and was introduced into China in 1992. Since then commercial culture and artificial breeding of the species have been
spreading rapidly and increasingly along the coast of China due to successful technological adaption and promotion.
However, serious germplasm degeneration from inbreeding has imposed a significant constraint on the healthy
development of turbot industry. Therefore, it is necessary to carry out selective breeding programs. Under the support from
government of China to genetic improvement of turbot, since 2007, many academic institutions have carried out continuous
large-scale breeding programs on the purpose. Therefore, we reviewed the development and status quo of turbot seed
industry in both breeding and reproduction, and summarized the application of advanced technology and foresee the trend
in the development of turbot seed industry.

Key words turbot Scophthalmus maximus L.; development of seed industry; advanced technology; application



