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Primer Premier 5.0 :16S F (5'-CCA 2.2
TCT CAT CCC TGC GTG TCT CCG ACT CAG-3") 1 )
16S R (5'-CCT ATC CCC TGT GTG CCT TGG CAG (S4) (S6)
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Fig.1 The distribution of Actinomycetales in different sewage
outlets and months
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Fig.2 The distribution of Actinomycetales at 0 and 50 m away from sewage outlets in the four sampling months
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Fig.3 The distribution of Actinomycetales in different types of sewage outlets
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Fig.4 The Venn diagram of distribution of Actinomycetales in the industrial sewage outlets
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Tab.2 The common Actinomycetales species in five industrial sewage outlets
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DISTRIBUTION OF ACTINOMYCETALES IN SEWAGE OUTLETS
ALONG COAST IN NINGBO
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(1. School of Marine Science, Ningbo University, Ningbo 315211, China; 2. Xinlicheng Reservoir Management Bureau in Changchun,
Jilin Province, Changchun 130119, China)

Abstract

Eighty wastewater samples in 10 sewage outlets along coast in Ningbo, Zhejiang were collected in 20 sites in

March, May, August, and October, 2011, and analyzed using high-throughput 454 Pyrophosphate Sequencing. Distributions

of microbial and Actinomycetales were determined. Results show revealed Actinomycetales in 83 genus and 84 species. In

overall, the number of Actinomycetales increased and then decreased during March to October, i.e., high in May and

August and low in March and October. Differences in type and amount of Actinomycetales were substantiated by

differences in type of outlet and concentrations of ammonia and nitrogen. Actinomycetales were abundant in mixed-type

sewage outlets S4, S6, S8 and S9, followed by industrial sewage outlets S1, S3, S5, S7 and S10, and sporadic in domestic

sewage outlet S2, and different sewage outlet showed different spectra of Actinomycetales composition. For examples, at

S7, Bifidobacterium breve, B. longum, and B. bifidum were detected, indicating human manure pollution; at S5,

Streptomyces scabrisporus and S. thioluteus were detected, indicating pollution by petroleum derivatives and heavy metals.

In addition, the amount of Actinomycetales at sewage outlet mouth was generally higher than that in 50 m downstream.

Key words Actinomycetales; sewage outlet;

454 Pyrophosphate Sequencing;

16S rRNA



