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Tab.1 Oligonucleotides used for PCR amplification of SsRV five structural proteins
(5'—3")*
VP3-AD-F AD.VP3 CGGAATTCATGGCTAGTACAACTAGACTTG EcoR 1
VP3-AD-R CCGCTCGAGTTTATCTCACATATTCGACCACAC Xhol 1
VP3-BD-F BD-VP3 CGGAATTCATGGCTAGTACAACTAGACTTG EcoR 1
VP3-BD-R i ACGCGTCGACGTTATCTCACATATTCGACCACAC Sal 1
VP6-F CGGAATTCATGGCTTTCGAATTTCGTCTATC EcoR 1
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VP12-R CGGGATCCCTCAGTAATCGAGAACCCAC BamH 1
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pGBKT7& pGADT7 1.2.3 SsRV 5 5
SD/-Trp-Leu (DDO) 25 ( 20,
.30 3—5d, , 5 ;
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DDO DDO/X/A  QDO/X/A
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Fig.1 Digestion and PCR identification of recombined prey
vectors and bait vectors
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Fig.2 Y2H screening of self-association interaction in SSRV
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MAPPING INTERACTIONS OF SCYLLA SERRATA REOVIRUS IN
FIVE STRUCTURAL PROTEINS

XIONG Shang-Ling, XING Jun-Liang, FAN Dong-Yang, YUAN Yang-Yang, ZHU Si-Dong,
LIN Dan-Qiu, YANG Ji-Fang, CHEN Ji-Gang
(College of Biological and Environmental Sciences, Zhejiang Wanli University, Ningbo 315100, China)

Abstract Each pair-wise combination among five structural proteins of Scylla serrata reovirus (SsRV) was analyzed
systematically for possible interactions. Potential binary protein interactions among individual structural proteins of SsRV
were screened by yeast two-hybrid (Y2H). All the five structural genes (VP3, VP6, VP9, VP11 and VP12) were tested
pair-wise against each other in duplicate. None of the proteins was found to autoactivate the HIS3 reporter gene when
expressed in the yeast. Of 25 combinations among the five VPs that accounted for two binary and three self associations
were identified to be stable and functional within the yeast. The two binary interactions comprised VP11&VP6 and
VP11&VP12, while the self association comprised VP3&VP3, VP11& VP11, and VP12&VP12. None of these interactions
have been documented previously for SsRV.

Key words Scylla serrata; reovirus; yeast two-hybrid; interaction
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