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AEROMONAS HYDROPHILA CAUSED INTESTINAL PHYSIOLOGICAL DAMAGE AND
INTESTINAL MICROBIAL DISORDER IN ZEBRAFISH

SUN Wen' %, WANG Yong-Jie"%, BAO Jun-Jie"?, ZHANG Jing" %, CHEN Hong-Lian" % XIONG Ying-Qi"*

(1. Fisheries Research Institute, Anhui Academy of Agricultural Sciences, Hefei 230031, China; 2. Key Laboratory of Aquaculture &
Stock Enhancement in Anhui Provincial, Hefei 230031, China)

Abstract

diseases of human and fish. To understand the mechanism of its infection to fish, zebrafish was taken for this study. The

Aeromonas hydrophila is widely distributed in nature, and is a typical opportunistic pathogen of common

subcutaneous dermis of the sample fish was scratched, and the wounded fish was exposed to A. hydrophila solution at a
concentration of 10° CFU/mL for 6 h. Samples were taken at 0, 6, 12, and 24 h after exposure. The changes of intestinal
physiological health and intestinal microbiota of the fish were analyzed. Fish specific enzyme-linked immunosorbent assay
(ELISA) kit was used to detect the tight junction protein ZO-2 (TJP2) content and ethoxyisoprenoe-O-deethylase (EROD)
activity in the intestine. Results show that after the exposure, the intestine of the zebrafish was damaged, and the intestinal
TJP2 content and EROD enzyme activity were significantly down-regulated. As revealed by 16S rRNA high-throughput
sequencing, the structures of intestinal microorganisms and their microbiota were altered, Acinetobacter was significantly
increased, the number of OTUs were significantly decreased, the Alpha diversity was decreased, and the dysregulation of
the intestinal microbiota was caused. The diversity of intestinal microorganisms was closely related to the improvement of
intestinal epithelial and mucosal barrier function. This study provided a reference for studying the toxicity of 4. hydrophila
from the perspective of intestinal health and exploring the pathogenic mechanism of A. hydrophila in zebrafish.

Key words Aeromonas hydrophila; zebrafish; intestinal microbial; Alpha diversity; TIP2



