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Fig.2 Phylogenetic tree of isolates from diseased P. sinensis
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ISOLATION AND IDENTIFICATION OF PATHOGENIC MORGANELLA MORGANII
ISOLATES FROM CHINESE SOFT-SHELLED TURTLE PELODISCUS SINENSIS

KONG Lei"?, ZHU Ning-Yu®, BEI Yi-Jiang®, DING Xue-Yan®’, CHEN Jian-Shun’

(1. Zhejiang University, Institute of Preventive Veterinary Medicine, Hangzhou, 310058;
2. Zhejiang Fisheries Technical Extension Center, Hangzhou, 310012)

Abstract An outbreak of Chinese soft-shelled turtle (Pelodiscus sinensis) disease with typical symptoms of head and
facial furuncle sore happened in a large-scale breeding farm in Zhejiang Province, 2012. A total of 12 isolates were col-
lected from livers, kidneys and facial loci of these diseased turtles. Based on the colony morphology, biochemical reactions
and the sequence analysis of 16S rRNA gene, these isolates were identified as Morganella morganii. These isolates dem-
onstrated virulence potential both in Chinese soft-shelled turtle and mouse models, with the median lethal dose (LDs,) in

0"**. The susceptibity test to antibiotics using Kirby-Bauer Sagar diffusion method showed these M. morganii

mice at 1
isolates were resistant to aminoglycosides, beta-lactams, tetracyclines, lincomycin amides, polypeptides, quinolones, sul-
fonamides, and sensitive to aztreonam, florfenicol, cefoperazone. This study represents the first report of M. mor-
ganii-mediated disease with the typical signs of head and facial furuncle sore in Chinese soft-shelled turtles, and paves the
way for the prevention and treatment program of this disease.

Key words Chinese soft-shelled turtle Pelodiscus sinensis; Morganella morganii; identification; pathogenicity;

antimicrobial sensitivity



