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Tab.l Annealing temperature of PCR primers and product features

(5—=39 /- (bp) (bp) (C)

F1 TCCTGTTCCTGCTGCCACAC 46 628 53

R1 TATATTAGTGTTTAAATGTC 673

F2 CAGGAATAGCCTCTAAACTG 616 712 55

R2 GCAGATTAAAGGTTTGTAGT 1327

F3 TGATGAAGGAACAACGGACT 1223 943 55

R3 AGCCCATTGAGTGTAACAGC 2165

F4 AGATCGACGTGGATGCGGGT 1919 480 54

R4 CACCGTAAGGGGGTAGCGGC 2399

F5 GATAGACCGAACTGTTATTT 2242 795 55

R5 AACAGAACTAAACGGATATT 3036
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Abstract

To understand the relationship between body weight and SNP sites of myostatin, myostatin of 100

six-month-old yellow catfish Pelteobagrus fulvidraco were sequenced. Eight SNP loci in high polymorphism were tested,

of which seven were in uncode area and one in code areca. However, the nucleotide mutation that located in code area, was

synonymous mutation. Among eight SNP loci, three had genotype distinctly correlated with the weight of P. fulvidracos’:

1J is in positive correlation and NN and OP in negative. Therefore, we could apply the three loci for molecular-marker-

assisted breeding programs in P. fulvidracos.
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