50 2 Vol.50, No.2
2019 3 OCEANOLOGIA ET LIMNOLOGIA SINICA Mar., 2019
(Cladophora fascicularis)
*
( 300387)
Cladophora fascicularis  C. vagabunda ,
55
5 5 5 3*23Cm,
, , ; 3—6.5, 3—S5,
1.5—5, 1.2—5 ,

C. vagabunda ,

Q949.21; Q944

>

doi: 10.11693/hyhz20181000252

C. vagabunda

Cladophoraceae ~ Wille 1884 C. vagabunda (Van Den Hoek
(Warming, 1884) et al, 2000), (
, 2017),
(Yoshida, 1998, , 2013) ( s
Cotton(1915) 1915 , 2011) , ITS , C.
( ,2017) fascicularis C. vagabunda R
Cladophora ,
Chlorophyta Cladophorales 55
Cladophoraceae, Kiitzing (Kiitzing, 1843), , GenBank ,
Cladophora oligoclona ,
R (Guiry, 2018), 1
( , 2017), C. 1.1
fascicularis  Kiitzing 1843 , 2013 12 17 2016 12 3
Van Den Hoek(1982) >
* , 31670199 ; L IWL705 (
(2017) , E-mail: 451872810@qq.com

2016); “

:2018-10-25,

, E-mail: skyhbx@tjnu.edu.cn
:2018-12-13



2 : (Cladophora fascicularis) 421

( 5% ) ( ) , >
) , ( 29 650—1000pum,
1.2 100—360um, 3—6.5 ;
1.2.1 400—900um, 140—230pm, 3—5
) 120—400pum, 80—150pum,
1.5—5 80—300um, 60—120um,
2) , 1.2—5 ( 2g—i)
NikonSMZ25 DM5000B )
2006179755
g : 5cm
A3)
Q)
1.2.2
GenBank ( Algaebase
Cladophora vagabunda ),
, MEGA7.0
1.2.3
, Lo
C. fascicularis
1
2 Fig.1 The thallis of C. fascicularis
a. ; b.
2.1
Cladophora fascicularis (Mertens ex ) )
C. Agardh) Kiitzing; Sakai 1964: 25, pl.4: 1, fig.8; ( 3a b
Tseng et al, 1983: 258, pl.128, fig.4; Yoshida 1998: 62; 150—450um, 100—300um,
Ding 2013: 108.
1.2—1.8 3 ,
Conferva fascicularis Mertens ex C. Agardh ( 2
Cladophora mauritiana Kiitzing DAPI DNA,
Cladophora utriculosa sensu Yendo ( 3d)
, , , ( 4a)
2201312170031 201612020003 (
) ) ) 4b c¢); )
3—23em( 1), ( 2a) ,
, ( 4d e) ,
( 2b), , ( 4 g
( 20 ) ,
b ( 2
Zd)s s > s ’



422

50

2

ww Z

2.2

Algaebase
50
18S rRNA

>

Fig.3 The reproductive structures of C. fascicularis

s C. ;s d.

DAPI
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%1 18SrRNA EFEHYMER
Tab.1 The species with 18S rRNA gene
KX281856.1 C. laetevirens LT607363.1
C. albida AB665587.1 C. lehmanniana LT607364.1
JQ308274.1 C. oligocladoidea AB665582.1
C. capensis LT607351.1 JQ308266.1
C. opaca
C. coelothrix FR865756.1 AB665580.1
C. Columbiana LT607353.1 C. pachyderma KC691292.1
C. dalmatica LT607354.1 C. pellucidoidea KX281846.1
C. expansa JQ308273.1 C. rivularis LT607373.1
C. fascicularis JQ308269.1 C. ruchingeri LT607374.1
C. flexuosa LT607355.1 C. rupestris 735319.1
C. flexuosa AB807628.1 C. rupestris LT607377.1
C. globulina LT607356.1 LT607379.1
C. sericea
LT607359.1 735320.1
C. glomerata AB062706.1 C. stimpsonii JQ308271.1
AB665579.1 C. submarina LT607380.1
C. gracilis IN574848.1 C. vadorum KX281851.1
KX281848.1 AB665576.1
C. hutchinsiae
LT607362.1 735316.1
JQ308268.1 C. vagabunda KX281847.1
C. hutchinsioides
AB807629.1 AB062710.1
KX281844.1 LT607383.1
C. laetevirens
AB665577.1 Chaetomorpha aerea LT607325.1
NCBI, https://www.ncbi.nlm.nih.gov/
%2 18STrRNA. ITS. 28S rRNA EFHHYMIES
Tab.2 The species with 18S rRNA, ITS and 28S rRNA genes
AB665574.1 C. laetevirens LN679099.1
. JQ308260.1 C. oligocladoidea AB665569.1
C. albida
KX281892.1 AB665567.1
C. opaca
LN679098.1 JQ308252.1
C. expansa JQ308259.1 C. pellucidoidea KX281877.1
C. fascicularis JQ308255.1 C. ruchingeri LN679096.1
AB665566.1 C. stimpsonii JQ308257.1
C. glomerata
KC914578.1 C. vadorum KX281884.1
C. glomerata LN679077.1 AB665563.1
C. gracilis JN574857.1 C. vagabunda KX281878.1
C. hutchinsiae KX281879.1 KX281890.1
C. hutchinsioides JQ308254.1 C. hutchinsioides LN679078.1
AB665564.1 Chaetomorpha aerea IN540041.1
C. laetevirens
KX281875.1
NCBI, https://www.ncbi.nlm.nih.gov/
1 18S rRNA 2 18S rRNA ITS 5 18S rRNA ()5
28S rRNA 5 C. vagabunda

6 Chaetomorpha aerea s C. fascicularis
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THE TAXONOMICAL POSITION ON MARINE GREEN ALGAL CLADOPHORA
FASCICULARIS

DENG Shao-Yang, DING Lan-Ping, HUANG Bing-Xin, ZHU Rui-Jia
(Collage of Life Sciences, Tianjin Normal University, Tianjin Key Laboratory of Animal and Plant Resistance, Tianjin 300387, China)

Abstract At present, it is disputed between Cladophora fascicularis and C. vagabunda worldwide. The morphological
characteristics were observed by the collected samples of marine green alga C. fascicularis from Yinggehai sea, Hainan
Island, China. Its main characteristics were combinated under the observation and analysis to 55 samples as follows: thalli
clumped, yellow green, often entangled together, 3—23cm high; the base with irregularly branched rhizoid, the rhizoids of
several plants often stick together; the erect part forked or irregularly forked branching, main branch with many branches
or ranked branches; the upper branches densely bunched, secund, terminal branchlets lateral and mostly curved inwards,
slightly pectinate arranged with blunt point at the end; the cells of main axes, lateral branches, branchlets and terminate of
branchlets with length/width 3—6.5, 3—5, 1.5—S5 and 1.2—S5, respectively. Based on the combination results between the
comparison of morphological characteristics and analysis of molecular data, it proposes that that C. fascicularis is not
synonym of C. vagabunda and can be as distinct species.

Key words marine algae; Chlorophyta; Cladophora; taxonomy



