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Tab.1 Results of detection on Cyanobacteria and Euglenoidea in percentage
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Fig.2 The distribution of Cyanobacteria and Euglenoidea in different sewage outlets and months
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Fig.3 Comparison in Cyanobacteria and Euglenoidea quantity
between each sewage outlet and a site 50m away in different
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Fig.4 The numbers of Cyanobacteria and Euglenoidea in the sewage outlets in different months
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Fig.5 The number of Cyanobacteria and Euglenoidea in major sewage outlets in different months
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CYANOBACTERIA AND EUGLENOIDEA DISTRIBUTION IN
SEWAGE OUTLETS ALONG NINGBO COAST

XIE Li', WANG Zhao-Yang?, ZHANG Di-Jun’, ZHOU Jun®, SI Kai-Xue’, ZHANG Hong-Yan’,
HAN Jiao-Jiao?>, CUI Chen-Qian’, DONG Li-Sha’>, SU Xiu-Rong2
(1. Beihai Environmental Monitoring Center of the State Oceanic Administration, Qingdao 266033, China;
2. School of Marine Sciences, Ningbo University, Ningbo 315211, China)

Abstract Water samples were collected at 20 sites from 2 major sewage outlets and 8 regular sewage outlets in Ningbo,
Zhejiang in March, May, August, and October, 2011. Samples were analyzed in 454 pyrosequencing on cyanobacteria and
euglenoidea distribution. The most abundant ones were from Chloroplast, occupying 91.857%, including the euglenozoa,
chlorophyta, cryptophyta biological, and euglenoidea of the euglenozoa accounted for 90.08%, followed by members of
Synechococcophycideae and Oscillatoriophycideae, accounting for 5.704% and 1.787%, respectively. Seasonal variation
was remarkable in the amount of euglenoidea: relatively more abundant in March and August, and less in October and May,
to which we believe it was due to temperature change. In addition, differences were found in the amount and type of
pollutants and these two kinds of organisms. For example, in Outlet S9 where N and P contents were the greatest among all
the outlets, the amount of them was not so high as we thought. Therefore, we infer that the amount of them had no direct
relationship with the contents of N and P in the sewage water. The amount of them was affected by certain N/P ratios that
varied among different cyanobacteria species.

Key words Cyanobacteria; Euglenoidea; 454 pyrosequencing; land-source sewage outfall; detectable amount



