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AAACCTCCATATTCGTATGTAGCATTAATAGCCATGGCCATTAAGGAGTCCCAAGAGAAGCGACTGACACTCAGCGGGATTTATAACTTC
ATAATGAACAAGTTTCCGTACTATGAAAAGAACAAGAAGGGGTGGCAGAACAGCATACGGCACAATTTAAGCCTGAATGAATGTTTCGTG
AAAGTCCCACGGGAAGGGGGCGGTGAAAGAAAGGGGAATTATTGGACCCTTGACCCTGCTTTTGAGGATATGTTTGAGAAAGGAAATTAT
CGCAGACGCCGCCGAATGAAAAGACCCTATCGACCAGCCTTATCTTTTAAGACTTTCTTTGCGGACCCAGGTCATTGCTCAACATTTGGA
CAATTCGCTTTTTCAAAAAACTACTTCTCTCCACCTCCGTATTCGCAATATTCGCAATAT a
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CCATTGATGAGAACTCCAGCTTCAATGGCTTTGATCTGTCCAGCCCAGATCGATCTGTAGGAAAAGTTTTTCTGCAAAGTCCCAAAAATA
TGAGCTTACACAGACATGGAGATGTGGAAGGTTCAGAAGCTTTGGAATCAAAAGAACTGACATCTATTTCACCGGAATCAATCCTGGAGA

811 CAAAACCAAGGGAGAAATTC

1 fox12 (a)
Fig.1
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(b) cDNA

Partial cDNA sequences of fox12 gene (a) and sox14 gene (b) in H. cumingii
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Fig.4 Expression of foxl2 and sox14 gene in various tissues of H. cumingii
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Fig.6 In situ hybridization of foxI2 gene in gonad of H.
cumingii gonad
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MOLECULAR CLONING AND GENE EXPRESSION OF FOXL2
AND SOX14 GENE FROM HYRIOPSIS CUMINGII

YE Rong-Hui', REN Hai-Bo®
(1. Jinhua Polytechnic, Jinhua 321007, China; 2. Ningbo Institute of Oceanography, Ningbo 315012, China)

Abstract The study on Sexual development and gene resources is relatively lacking in Hyriopsis cumingii. Here we
analyzed the expression of fox12 and sox14 gene in the gonad. The results showed that fox12 was mainly expressed in the
ovary, but, minor expression was observed in other tissues selected in this study. While sox14 was mainly expressed in the
testis, but minor expression was observed in other tissues. During different developmental stages, the fox12 and sox14 were
barely expressed in fertilized eggs and cleavage stage, but expressed obviously after gastrulae stage. In situ hybridization
indicated that the fox]2 was mainly expressed in the follicle cells and interstitial cells. While sox14 was mainly expressed
in interstitial cells and spermatid. The results also indicated that fox12 and sox14 gene showed a similar expression pattern
to that of vertebrates. Fox12 gene has the essential function in ovary development and could act as a marker of the ovary in
H. cumingii. Meanwhile, soxl4 gene has the essential function in testis development and could act as a marker of testis.
FoxI2 and sox14 also play a role during the embryo development. This study enriched gene resources and provided
fundamental data for sexual and developmental biology research of H. cumingii.

Key words Hyriopsis cumingii; foxl2 gene; sox14 gene; gonad
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