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IN-SILICO ANALYSIS AND IN VIVO TESTS OF ANTI-OXIDATION EFFECT OF TUNA
PANCREAS HYDROLYSATE ON INS-1 CELL

WANG Xiao-Feng"?, ~SHEN Hui-Ting"? ~ SUN Xiao-Ling’, YU Rong-Xian’, LIU Bing’, SU Xiu-Rong'
(1. School of Marine Sciences, Ningbo University, Ningbo 315211, China; 2. College of Food and Pharmaceutical Sciences, Ningbo
University, Ningbo 315211, China; 3. Shenzhen Rongge Health Products Co., Ltd., Shenzhen 518118, China)

Abstract In this study, the MALDI-TOF/TOF-MS technique was used to determine the polypeptide components and
their abundance in the pancreatic enzymatic hydrolysate, and GQPVR, GLPPK, and EHER were identified as the dominant
peptides. The reverse lookup in the Discovery Studio platform was used. It was found that these dominant peptides can
bind to Keapl protein, suggesting that it may have antioxidant activity. The antioxidant activity of the enzymatic
hydrolysate was verified in cell experiments, and its insulinoma of oxidative damage to H,O, was found. The cell (INS-1)
had a dose-dependent protective effect. The cell viability of the high-dose and low-dose enzymatic treatment groups was
significantly higher than that of the model group, and the apoptotic rate decreased from 79.17% to 43.2% and to 28.9%
(P<0.01), respectively; insulin secretion increased from 3.65 to 5.75 and to 4.95 mlIU/L, respectively (P<0.01). The
combination of the Discovery Studio functional predictive analysis and cytology experiments provides new insights into
the functional component identification of enzymatic hydrolysates.

Key words tuna pancreas; enzyme hydrolysis; molecular docking; oxidative damage; insulinoma cells



