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Abstract

Marine biodiversity are important components in marine ecosystem, understanding the generation and

evolution of marine biodiversity is of great significance for the conservation and sustainable utilization of marine

biological resources. However, understanding of the molecular basis of marine biodiversity remains poor. The evolution of

morphological traits and the process of adaptation have provided key information of the evolution in biodiversity. We

summarized recent advances in the adaptive evolution and biodiversity in the evolutionary developmental biology

perspective. We reviewed classical adaptive traits, studied the strategies and emerging model organisms in this field, with a

focus on the advances in the Indo-Pacific Convergence Region. We further discussed the driving forces that generate and

maintain the marine diversity center in this region. A major goal for the future will be to determine morphological diversity

and characterize its genetic diversity combining both oceanographic and experimental biology strategies. This in turn will

help to explain the ocean’s richest biodiversity hotspot in the Indo-Pacific Convergence Region.

Key words marine biodiversity; adaptive evolution;

Indo-Pacific Convergence Region;

EvoDevo



