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MOLECULAR CLONING AND EXPRESSION ANALYSIS OF ATRANSLATIONALLY
CONTROLLED TUMOR PROTEIN (TCTP) GENE FROM SOLEN GRANDIS

WEI Xiu-Mei', YANG Ding-Long',
XU Jie',

LIU Xiang-Quan',

YANG Jian-Min', YANG Jia-Long?,
ZHANG Yan-Min’

(1. Shandong Provincial Key Laboratory of Restoration for Marine Ecology, Shandong Marine Fishers Research Institute,
Yantai, 264006; 2. Yantai Institute of Coastal Zone Research, Chinese Academy of Sciences, Yantai, 264003;
3. Shandong Business Institute, Yantai, 264670)

Abstract In the present study, a translationally controlled tumor protein (TCTP) gene was identified from Solen gran-
dis (designated as SgTCTP). The full-length cDNA of SgTCTP was of 1055bp, containing a 5° untranslated region (UTR)
of 54bp, a 3° UTR of 461bp with a poly (A) tail, and an open reading frame (ORF) of 537bp encoding a polypeptide of 179
amino acids with the predicted molecular weight of 19.96kDa. The expression patterns both in tissues and towards patho-
gen associated molecular patterns (PAMPs) stimulation were then characterized by real-time PCR. SgTCTP was constitu-
tively expressed in all tested tissues, including mantle, gill, gonad, hemocyte, muscle, and hepatopancreas, and it was
highly expressed in hepatopancreas. The mRNA expression of SgTCTP could be induced by stimulation of -1,3-glucan,
LPS and PGN. The expression level of SgTCTP reached the peak at 12h and 3h post LPS and PGN stimulation, respec-
tively. After B-1,3-glucan stimulation, SgTCTP expression reached the maximal level at 12h post stimulation, which was
11.76-fold compared with the blank group. All these results indicated that SgTCTP was an acute-phase protein involved in
the immune response of S. grandis.
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Immune response; Real-time PCR



