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ATGGGTGAGGCGGGAGAGGCGCCGACCCCAGCTGTGGTGARAGAGGGATGGCTCAACAAACGAGGTGAGCACATCAAGAATTGGCGGCAG 90
M GEAGEA AZPTU®PA AV YV KEG GWTU LNI K RTGEUHTII KNTWR Q

9

—_

CGGTACTTCTTCCTCCTAGAGGATGGGACTCTCCTGGGCTTCAAGACCARGCCAGAACATGGACTGGCAGACCCCCTTAATAATTTCACT 180
R Y F FLLEDGTU LULGY F KT KU PEUHS GT LA ADZPUILNNTFEFT

181 GTARAGCGCTGCCAGATTCTGAAAACAGAGAAGCCACGTCCCAACACTTTTATTATACGAGGTCTACATTGGACTACTGTCATAGAGCGA 270
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s G QNVQTIQPADTCVDTIIZ KT LNYSOQOQET DU DT DSGTLTGAR
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—_
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L LR GLLHKDUPNTIRILGS GG G?®PIRDUVIKEVQNIHZPTFY
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1 75 150 225 300 375 450 511
Query seq.
S_Tkc
2 FcAkt 3
Fig.2 Distribution of three conserved domains of FcAkt from F. chinensis
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EXPRESSION AND FUNCTION ANALYSIS OF Akt/PKB IN
PATHOGENS-CHALLENGED CHINESE SHRIMP
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Abstract

Akt/PKB is a serine/threonine protein kinase that plays a key role in multiple cellular processes. Based on

the bioinformatics analysis of transcriptome data, an Akt/PKB gene (FcAkt) was obtained from the Chinese shrimp Fen-

neropenaeus chinensis and the protein structures of FcAkt was analyzed. Real-time PCR was applied to study the tran-

scription profiles of FcAkt after Gram-positive (G+) bacteria (Micrococcus lysodeikticus), Gram-negative (G—) bacteria

(Vibrio anguillarium) or WSSV injection in shrimp. The open reading frame (ORF) of FcAkt consists of 1536bp encoding
511aa. The predicted molecular weight (MW) of the deduced protein of FcAkt was 58.92kDa, and its theoretical pl was

5.60. Homology analysis showed that the amino acid sequence of Akt had high conservation among different species, and

phylogenetic analysis showed that FcAkt and Akt from other arthropods had close genetic relationship. The transcription of

FcAkt showed apparent changes after bacteria or WSSV challenge. The present data provide clues that FcAkt might play

potential important roles in the innate immunity of shrimp.
Key words Fenneropenaeus chinensis;

Akt/PKB; Gene cloning;

Expression analysis



