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Tab.1 Physiological and biochemical characteristics of strain MS7
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IDENTIFICATION OF AN ALGICIDAL BACTERIA MS7 AND PRIMARY
STUDY ON ITSALGICIDALACTIVITY

HUANG Jing-Jing, WANG Xue-Ting, XIA Sai-Zhou, CHEN Min
(College of Life and Environmental Sciences, Hangzhou Normal University, Hangzhou, 310036)

Abstract An algicidal bacteria MS7 was identified based on morphology, physiology, and 16S rRNA gene sequencing.
The strain is Gram-positive, rod in shape, containing spores and parasporal crystal. Phylogenetic analysis based on 16S
rRNA gene homology showed that the strain was closely related to the member of Bacillus thuringiensis AM778995.1,
with which they shared 100% similarity. By VITEK 2 Compact automatic microbial analysis system tests, the strain MS7
identified as B. thuringiensis. The algae-lysing effect and algicidal mechanism were investigated. When the MS7 density
was 108 cells/ml and the initial concentration of Chlorophyll a was 0.7mg/L, the removal rate reached 91% after 48 hours.
An extracellular substance produced by MS7 strain had algae-lysing ability, and it was identified as a therm-stable,
non-protein substance. These results indicate that the strain MS7 is potential agents for the control of harmful algal blooms.
Key words Algicidal bacteria; Microcystis aeruginosa; Algicidal activity; Strain identification



