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APPLICATION OF THE INFECTIOUS HYPODERMAL AND HEMATOPOIETIC
NECROSIS VIRUS (IHHNV) TO BIVALVE SHELLFISH

PANG Xue-Mei, WEI Yong-Wei, FAN Dong-Dong, LI Chang-Hong,
MIAO Liang, CHEN Jiong

(Laboratory of Biochemistry and Molecular Biology, School of Marine Sciences, Ningbo University, Ningbo 315211, China)

Abstract Detection to the infectious hypodermal and hematopoietic necrosis virus (IHHNV) in bivalve shellfish
(Mactra chinensis, Tegillarca granosa, Ruditapes philippinarum, Sinonovacula constricta, Meretrix meretrix and Mactra
veneriformis) and snails (Margarya melanioides and Cipangopaludina cahayensis) were first attempted using the method
that recommended by the OIE (Office International des Epizooties). We regarded 7. granosa as the research object to
establish the ITHHNV infection model in bivalve shellfish and studied the replication and pathogenicity of IHHNV in
bivalve shellfish after infection. Results demonstrated that IHHNV could be detected in all kinds of the collected shellfish
samples with the highest positive rate (50%) in 7. granosa and the lowest (15%) in M. meretrix, indicating that IHHNV
widely distributed in bivalve shellfish, and bivalve shellfish is an important carrier of IHHNV. However, no IHHNV was
detected in the collected snails. Phylogenetic tree analysis indicated that IHHNV from different shellfish species belong to
different branches. Among them, IHHNV from M. chinensis, R. philippinarum and M. veneriformis belonged to type II,
while IHHNV from T. granosa, S. constricta and M. meretrix formed a completely new branch. The result of infection
showed that IHHNYV could replicate in T. granosa with no obvious pathogenicity. The maximum viral load in 7. granosa
(1.8% 10* copies/g) reached the peak value 5 days post infection. The viral load showed a decreasing trend with the increase
of infection time, but the virus could be also detected until 30 days post infection. Therefore, the results of this study are of
great significance for the prevention and control of IHHNV transmission in shrimp farming, especially in shrimp and
shellfish co-culture farming.
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