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Fig.4 PCR identification of the partial MCP of virus from diseased fish and the cloned plasmid
: M: DL2000 DNA Marker; 1—4: DNA PCR 3 5—10:

& 1 LMBIV-NB001 #k MCP £ R &5 75| 5 H th 81 %5 5 B9 BLR 1 LL AR
Tab.l1 Comparison between LMBIV-NBOQOI strain and other iridovirus on the MCP gene partial sequence identity

(%)
Mandarin fish ranavirus NH-1609 MG941005 99.13
Santee Cooper ranavirus BG/TH/CU3 NC_038508 99.13
Largemouth bassvlilrlsserative syndrome EPC060608-08 GU256635 99.13
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Fig.5 Phylogenetic analysis of LMBIV-NBO0OIstrain with other iridovirus based on MCP gene partial
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CHARACTERIZATION OF AN IRIDOVIRUS ISOLATE FROM
LARGEMOUTH BASS MICROPTERUS SALMOIDES

XU Feng', LU Jian-Fei', WEI Yong-Wei', MIAO Liang', CHEN Jiong"?
(1. State Key Laboratory for Managing Biotic and Chemical Threats to the Quality and Safety of Agro-products, Ningbo University,
Ningbo 315211, China; 2. Key Laboratory of Applied Marine Biotechnology of Ministry of Education, Meishan Campus, Ningbo
University, Ningbo 315832, China)

Abstract A suspected virus-induced disease broke out in July 2018 in a large-mouth bass farm in Zhejiang Province,
South China. The diseased fish showed slow reaction and swam underneath the water surface. The body length of diseased
fish samples were 15—20cm with typical clinical signs such as haemorrhages on the skin and ulcer symptoms. Epithelioma
papulosum cyprinid (EPC) culture, ultrathin section of transmission electron microscope, and major capsid protein (MCP)
cloning and sequencing were used, and a virus from diseased largemouth bass was isolated, identified, and named as
Ningbo isolate of largemouth bass iridovirus-NB001 (LMBIV-NBO0O1). The tissue homogenate of diseased fish could cause
typical cytopathic effect such as cell shrinkage, death, and exfoliation in EPC cells. Electron microscopy observation
showed that there were a large number of virus particles about 120 nm in diameter in infected EPC cells, which is similar
to iridescent virus. The conserved region of major capsid protein (MCP) gene of iridovirus was amplified by PCR, and a
1029bp specific gene fragment was obtained. Sequence alignment analysis of the DNA fragment showed that
LMBIV-NBO0O1 shared high identity (up to 99.13%) with the published MCP gene sequence of iridovirus. Phylogenetic
analysis showed that LMBIV-NBO0O1 strain had the highest homology with Mandarin fish ranavirus strain NH-1609, Santee
Cooper ranavirus strain BG/TH/CU3, and largemouth bass ulcerative syndrome virus strain EPC060608-08, belonging to
the genus Ranavirus of the Family Iridoviridae.

Key words largemouth bass Micropterus salmoides; Iridoviridae; major capsid protein (MCP) gene; epithelioma
papulosum cyprinid, EPC; isolation and identification



